1JIMCAKE_00002

Putative transposon Tn552 DNA-invertase bin3 (IJIMCAKE_00034) IJIMCKEE_OOOO(S
TIGRFAMSs: mercury(ll) reductase (TIGR02053.1) (IJIMCAKE_00028) S30 family transposase 1S1070 (IJIMCAKE_00036) 1JIMCAKE_00005
1JIMCAKE_00029 g IJIMCAKE_00037 1JIMCAKE_00039 1JIMCAKE_00004
1JIMCAKE_00027 IJIMCAKE_00030 1JIMCAKE_00031 IJIMCAKE_00033  IJIMCAKE_ 00035 | | IJIMCAKE 00038 IJIMCAKE 00001 | | [ |
IMGPR_plasmid_3300053491_019901 21124:2922(+)
KMONMBFB_00031  KMONMBFB_00029 KMONMBFB_00025 KMONMBFB_00022
KMONMBFB_00030 | KMONMBFB_00027 KMONMBFB_00024
IMGPR_plasmid_2937331126_000001 20330:29257(-)
ABAFCDLP_00031 Antitoxin DinJ (ABAFCDLP_00028)
ABAFCDLP_00033| ABAFCDLP_0002%
IMGPR_plasmid_2565956847_000001 21080:28255(-)
HBBGFONH_00002
IMGPR_plasmid_2565956840_000001 2534:9709(+)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (NFCCBBMG_00006)
Dot/lcm T4SS secreted effectors (VF0798) (NFCCBBMG_00002) NFCCBBMG_00008 NFCCBBMG_00010
NFCCBBMG_00003 NFCCBBMG_00009 NFCCBBMG_00014
IMGPR _plasmid_2636416145_000001 331:13984(+)
Zinc-type alcohol dehydrogenase-like protein (HOECFOFL_00034) HOECFOFL_00041
putative HTH-type transcriptional regulator ?be (HOECFOFL_00033) HOECFOFL_00038
HOECFOFL_00030 T | HOECFOFL_00035 HOECFOFL_00040

——
IMGPR_plasmid_649633061_000001 19802:35300(+)
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