3'(2"),5'-bisphosphate nucleotidase CysQ (FDKCHNGO_00075)
6263 64 65 66 67 68 69 70 7172 7374 76 77

IMGPR _plasmid_3300029199_000056 46240:56056(+)

3'(2"),5'-bisphosphate nucleotidase CysQ (KMBCAFNE_00073)
63 6465 66 67 68 69 7071 72 74 75

IMGPR _plasmid_3300031933_000076 41397:51213(+)
10 9 8 7 65 4 321

IMGPR _plasmid_3300011898_000036 127:7114(-)
11 109 8 7 6 5 4 321

IMGPR_plasmid_3300025132 000029 123:7110()
67 6869 70 717273

IMGPR _plasmid_3300013496_000015 38343:44205(+)
) 54 3 21

IMGPR_plasmid_3300027640_000212 391:6019(-)

3'(2'),5'-bisphosphate nucleotidase CysQ (MEGHFGLC_00069)
53 58 59 606162 63 64 65 6667 68 70

IMGPR _plasmid_3300030111_000170 34252:44655(+)

quaternary ammonium compound efflux SMR transporter QacE (NFO00276.2)
trimethoprim-resistant dihydrofolate reductase Dfrl (WOOOOlZ.l)
sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1)

Ferric enterobactin transport ATP—binaing p‘roteih FepC

ELKEHNGC_00005)
ELKEHNGC_00004)
ELKEHNGC_00006)
ELKEHNGC_00001)

3'(2'),5'-bisphosphate nucleotidase CysQ (ELKEHNGC_00013) 1S6 family transposase 156100 (ELKEHNGC_00008) IL I
Gao_let_letA (ELKEHNGC_00011) Pyochelin (VF0095) (ELKEHNGC_00002)
21 2019 18 17 16 15 14 12 10 9 7 | | | 3 |

IMGPR_plasmid_3300011498_.000022 185:21269(-)
BDHFLFNB_00059

IMGPR_plasmid_3300030429_000125 37713:40344(+)

8000 nt 1

Defence Virulence AMR
N I I



