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IMGPR_plasmid_2897323262_000001 8151:20618(+)

Lipopolysaccharide core heptose(ll)-phosphate phosphatase (FEODHBDG_00100)
1S3 family transposase 1S2 (FEODHBDG_00102)
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IMGPR_plasmid_2654587985_000001 91666:104767(+)

5000 nt i

Virulence
I



