Transcription antitermination protein RfaH (HLKOAFJJ_00018)
“Replication initiation protein (HLKOAFJJ_00020)
3'-5' exonuclease DinG (HLKOAFJJ_00024) sulfonamide-resistant dihydropteroate synthase Sul2 (NF000295.1) (HLKOAFJJ_00031)
PHAT_PfiT (HLKOAFJJ_00022) 1521 family transposase 151326 (HLKOAFJJ_00028)
HLKOAFJJ_00023 HLKOAFJJ_00026 HLKOAFJJ_00029
HLKOAFJJ_00019 HLKOAFJJ'00021 HLKOAFJJ_ 00025 | HLKOAFJJ_00027 | HLKOAFJJ_00030
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15110 family transposase 151663 (IOPBDKIB_00009) 1521 family transposase 151326 (IOPBDKIB_00017)
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quaternary ammonium compound efflux SMR tr@éporter QacE (NF000276.2) (NCCBBPFB_00012)
1S21 family transposase I1S1326 (NCCBBPFB_00008)
5 6 7 9 10 ‘ ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (NCCBBPFB_00013)
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TIGRFAMSs: mercury resistance system periplasmic blndlng protein MerP (TIGR02052.1) (DOKKELMM_00023)
PRK|PRK13747.1: broad -spectrum mercury transporter MerE (NFO010310.2) (DOKKELMM_00027)
mercury resnstance co-regulator MerD (NF033783 1) (DOKKELMM_00026)
organomercurial transporter MerC (NFO33784.1) (DOKKELMM_00024)
TIGRFAMSs: mercury(1l) reductase (TIGR02053.1) (DOKKELMM_00025)

mercuric transport protein MerT (NFO33560.1) (DB‘ KKELMM:ooozz) 1S21 family transposase 151326 (DOKKELMM_00032)
}3 putativg signaling protein (DOKKELMM_00028)
ISL3 family transposase 1SStma11 (DOKKELMM_00021) | | 29 30 31 33 34
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aminoglycoside 3-N-acetyltransferase (NF033082.0) (PEPBMGML_00021)
1S21 family transposase 1S1326 (PEPBMGML_00013)
1S256 family transposase ISEc58 (PEPBMGML_00017)

1S91 family transposase 1SSbo1 (PEPBMGML_00008) GroEL (VF0594) (PEPBMGML_00019)
7 9 10 11 12 14 18 10kDa chaperonin (@BMGML_OOOZO)
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TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (ADPAABMK_00033)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (ADPAABMK_00037)
APH(3")-I famWammoglycoside O-phosphotransferase (NF033059.2) (ADPAABMK_00041)
‘APH )-1 family amlnoglyc05|de O-phosphotransferase (NFO12171.0) (ADPAABMK_00043)
mercury resistance co-regulator MerD (NFO33783 1) (ADPAABMK_00036)
mercuric transport protein MerT NF033560 1) (ADPAABMK 00032)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (ADPAABMK_00035)

ISL3 family transposase 1SStma11 (ADPAABMK 00031) ‘ ‘ aminoglycoside O-phosphotransferase APH(3")-1b (NF032895.1) (ADPAABMK_00044)
putatlve signaling protein (ADPAABMK_00038)
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