Methyl-accepting chemotaxis protein McpQ (ILINBJCC_00001)
15110 family transposase ISEsa2 (ILINBJCC_00002)
1S1 family transposase ISPmi3 (ILINBJCC_00005)
| | IS3family transposase ISEhe3 (ILINBJCC_00010)
Catabollte repressor/actlvatorTNBJCC 00003)
Isoprlmeverose transporter (ILINBJCC 00006)
Catabolite control'protein A (ILI NBJCC _00004)
Fert|I|ty inhibition protein (ILINBJCC_00015)
MuItifunctionaTconjugation protein Tral (ILINBJCC_00017)
ucrose permease (ILINBJCC_00007) 13 ‘ Coupl|‘ng protein TraD (ILINBJCC_00018)

LT 8o | 111214 19

K

IMGPR_plasmid_2541047989 000003 592:22746(+)

CAIKFMHI_00003
CAIKFMHI_00004

CAIKFMHI_00001

CAIKFMHI_00002

IMGPR_plasmid_2541047057_000001 458:12636(+)

Replication initiation protein (NBHILIBH_00004)
GTP 3',8-cyclase (NBHILIBH_00002)
—Pd (VF0491) (NBHILIBH_00006)
1 3 | 578910

IMGPR_plasmid_330002 92-29_000002 745:19490(+)

1S3 family transposase ISEhe3 (IBILOEAM_00052)
Replication initiation protein (IBILOEAM_00051)
Pid (VFD491) (IBILOEAM_00049)
‘ 48 45
50| 4746]

K

\MGPR_p\asmE2711768119_000001 28259:44129(-)

1S3 family transposase ISEc15 (ADKDPIOA_00054)
1S3 family transposase ISEc15 (ADKDPIOA_00053)
Replication initiation protein (ADKDPIOA 00051)
Ferric enterobactin receptmDKDPIOA_OOO56)
Pld (VFO491) (ADKDPIOA_00049)
48 46
52 50| [47 45

57 55

\MGPR?p\asm'\d733OOO3O4427OOOO(E 28335:49723(-)

Pld (VF0491) (HMIAIAPA_00046)
45 43

[44] 42

T

F/IGPR?p\asm]d725458246837000001 27306:40291(-)

Replication initiation protein (AMPONOBN_00046)
Pld (VF0491) (AMPONOBN_00044)
‘ 43 41
45| T42] 40

1da

\MGPR,Easmid,ZéJl180494,000001 26865:41717(-)

PId (VF0491) (NEEEIIPC_00002)
173456 Lipoprotein YIpA (NEEEIIPC_00012)

{@HAAaAK KK

\M-GPR_p\asmid_2568526359_000001 239:14508(+)

Pld (VF0491) (GOIGKGOP_00046)
Shango__SngB (GOIGKGOP_00050)
Shango__SngC (GOIGKGOP_00049)
Shango__SngA (GOIGKGOP_00051) |45 43
52 | 48 47| T44] 42

e e
IMGPR _plasmid_2740892295_000001 2-6315:49822(7)

Pld (VF0491) (EPNIDAJM_00076)
Shango__SngB (EPNIDAJM_00080)
Shango__SngC (EPNIDAJM_00079)
Shango_ SngA (EPNIDAJM_00081) 75 73
\ 7877 [74] 72

e e —— -—
IMGPR_plasmid_2609459909_000001 49872:72594(-)

RNA chaperone ProQ (CPKIHCEJ_00049)
Pld (VF0491) (CPKIHCEJ_00046)

53 51 45 43

[52]50 4847 | T44] 42

\MGPR,p\asmid,27782?1387,000003 27174:45675(-)

Tyrosine recombinase XerC (GEHLCKCE_00060)
RNA chaperone ProQ (GEHLCKCE_00055)
Pld (VF0491) (GEHLCKCE 00052)
59 57 51 49
[58]56 5453| [50] 48

\MGPpr\asmid7267118065,000001 29308:49890(-)

RNA chaperone ProQ (ILEJJKIG_00002)
PId (VF0491) (ILEJJKIG_00005)
1] 3 4[6789

A@E—EHAAAaa KKd

\MGPR,D\asmid,?6637632737000001 126:17034(+)

1S6 family transposase 1526 (EIPKIBHP_00043)
EIPKIBHP_00040

EIPKIBHP_00042

EIPKIBHP_00041

IMGPR_plasmid_2627854182_000001 26994:39652(-)

tRNA1(Val) (adenine(37)-N6)-methyltransferase (BEMGJEMD_00046)
ISL3 family transposasﬁcBS (BEMGJEMD_00050)
Retron_Ill__PRTase_WH (BEMGJEMD_00047)
PId (VF0491) (BEMGJEMD_00043)
42 40
49 48 45 44| [41] 39

51

—_— -
IMGPR_plasmid_2876667732_000001 26824:49832(-)

Replication initiation protein (KBCFAOGM_00046)
Pld (VFO491) (KBCFAOGM_00043)
44142 40
4847 45] | T41] 39

\MGPR,D\asmid727é-78021837000001 27283:45032(-)

Replication initiation protein (DHIFCADB_00003)
Pld (VFO491) (DHIFCADB_00006)
12 | 45[78910

\MGPR?p\asmideSE%éS(ﬁ527000001 352:18101(+)

Replication initiation protein (DOGBMEEA_00052)
ISéQEin transposase 1526 (DOGBMEEA_00053)
Pld (VF0491) (DOGBMEEA 00049)

‘ ‘ 5048 46

517 | [47] 45

d

\MGPR,p\asrmj,Z()S1813312,000001 29236:45337(-)

Replication initiation protein (FILLMCEE_00051)
Pid (VF0491) (FILLMCEE_00048)
‘ 4947 45

50 | [46] 44

A

IMG PR_pgsmid_25633é7059_000001 30748:46092(-)

1S30 family transposase ISCfr4 (ENIBLPDE_00051)
Replication initiation protein (ENIBLPDE_00050)
Clamp-binding protein CrfC (ENIBLPDE_00054)
PId (VFO491) (ENIBLPDE_00047)
4846 44
53 52 49] | T45] 43 38

\MGPRJJ\asm‘\d727138972477000001-27624:49306(-)

RM__Type_|l_MTases__Type_l_MTases_FAM_0 (KNKJMGJG_00005)
1S1 family transposase ISKpn14 (KNKJMGJG_00007)
1S1 family transposése 151X4 (KNKJMGJG_00006)
1 2 34 | s

—
IMGPR_plasmid_3300011222 000001 137:18851(+)

RM__Type_|_MTases__Type_|_MTases_FAM_O (ADJFNAEL_00006)
1S1 family transposase ISKpn14 (ADJFNAEL_00008)
151 family transposase 1S1X4 (ADJFNAEL_00007)

1S1 family transposase IS1A (ADJFNAEL_00001)

]2 3 45 | |9

—
IMGPR_plasmid_270371868%9_000001 107:19110(+)

RM_ Type_|_MTases__Type_l_MTases_FAM_0O (LEKLJBID_00070)
1S1 family transposase ISKpn14 (LEKLJBID_00068)
15481 family transposase I1SKpn28 (LEKLJBID_00079)
153 family transposase ISLad1 (LEKLJBID_00076) \
1S1 family transposase 1S1X4 (LEKLJBID_00069)
1S1 family transposase IS1A (LEKLJBID_00075)
78 77 |74 73 7271 | 67

@ H& EE-{AAK KA

I
IMGPR_plasmid_2660238496_000001 44005:69553(-)

1S66 family transposase ISKpn24 (HIJBEILG_00008) RM__Type_|_ MTases__Type_|_MTases_FAM_O (HIJBEILG_00020)
Pld (VF0491) (HIJBEILG_00007) 1S1 family transposase ISKpn14 (HIJBEILG_00022)
Shango__SngB (HIJBEILG_00003) 1S3 family transposase ISLad1 (HIJBEILG_00014)
Shango_SngC (HIJBEILG_00004) IS1 family transposase 1S1X4 (HIJBEILG_00021)
Shango SngA (HIJBEILG_00002) 1S1 family transposase IS1A (HIJBEILG_00015)
| | 56 910 11 12 13 |J16 17 18 19 23

HECOHAEEE @K K

e e
IMGPR_plasmid_2703718691_000001 1;?:42916&)

RM_ Type_|_MTases__Type_|l_MTases_FAM_0 (AFKFKIOO_00041)
1S1 family transposase ISKpn14 (AFKFKIOO_00049)
Bacterial non-heme ferritin (AFKFKIOO_OOOSO)‘

Tla8 47 46 45 44 43 42 40

‘—
IMGPR_plasmid_3300032124 000003 26830:51829(-)
151 family transposase ISKpn14 (CNCGPPMC_00001)

IMGPR _plasmid_2630968623 000001 175:10454(+)

RM_ Type_|_MTases__Type_|_MTases_FAM_0 (HKKMBOFM_00039)
151 family transposase ISKpn14 (HKKMBOFM_00037)
IS1 famﬂy transposase 1S1X4 (HKKMBOFM_00038)
| ]| HKKMBOFM_00036
K \

—
IMGPR_plasmid_2698536531 000001 24329:37367(-)

I§1 family transposase ISKpn14 (HIBLCEJP_00043)
1S1 family transposase IS1X4 (HIBLCEJP_00044)
|| HIBLCEJP_00042

IMGPR_plasmid_2671180977_000002 26820:37478(-)

1S1 family transposase ISKpn14 (CMFNHINI_00039)
| CMFNHINI_00038

IMGPR _plasmid_2671181120_000001 24631:35062(-)

EDAOKOLL_00044
] EDAOKOLL 00043

IMGPR_plasmid_2667527966_000001 27278:37609(-)

EAOCIGDI_00001
EAOCIGDI_00004
EAOCIGDI 00003
AOCIGDI 00002

IMGPR_plasmid_2588254054_000001 141:14946(+)

Colicin-E9 immunity protein (LFNHDJFL_00005)
Pld (VF0491) (LFNIr|DJFL_00004)

Shango_ SngC (LFNHDJFL_00001)

T 23] 6 78

— -
IMGPR_plasmid_2609459939 000001 332:18675(+)

Colicin-E9 immunity protein (BEFGANNO_00045)
Pld (VFO491) (BEFGANNO_00046)
Shango__SngC (BEFGANNO_00049)
4847 | | 44 4342

I -
IMGPR_plasmid_2778261485_000001 27263:46239(-)

1S1 family transposase 1S1X4 (KCNFAMAG_00002)
1T family transposase 1S1X2 (KCNFAMAG_00003)
Colicin-E9 immunity protein (KCNFAMAG_00008)
1S30 family transposase 1SCfr4 (KCNFAMAG_00004)
Cytosine deaminase (KCNFAMAG_00001)

Pld (VF0491) (KCNFAMAG_00007)

| | 56[] 9 1011

\MGPR_p\asmid_27037-18687_000001 139:19649(+)

1S1 family transposase IS1X2 (CCINHFHE_00069)
Colicin-E9 immunity protein (CCINHFHE_00064)
IS30 family transposase ISCfr4 (CCINHFHE_00068)
PId (VF0491) (CCINHFHE_00065)

| | 6766 | 63 6261

\MGPR?p\asmid726-818132577000001 42200:60690(-)

Deoxyguan05|netrlphosphate triphosphohydrolase-like protein (EHOEBHFJ_00055)
Epoxyqueuosme reductase QueH (EHOEBHFJ_00053)
Colicin-E9 immunity protein (EHOEBHFJ_00048)
Pld (VF0491) (EHOEBHFJ_00049)
54 | 52 5150 [ | 47 4645

\MGPR?p\asm'\d72é3976318-47000002 29092:49891(-)

Colicin-E9 immunity protTein (LCMHAFOK_00009)
Pld (VF0491) (LCMHAFOK_00008)
12345 67| 10 1112

D —EH-G(EEDIEE N

\MGPR?p\asm'\d7271389-71677000001 106:19928(+)

SOS response-associated protein YedK (MNNHBBJI_00053)
Colicin-E9 immunity protein (MNNHBBJI_00049)
Pld (VFO491) (MNNHBBJI_00050)
Pyocin-S1 (MNNHBBJI_00048)
i
5251 47 46]

A

\MGPR_p\asmE3300011164_000001 27686:45459(-)

Colicin-E9 immunity protein (KCBPBKBH_00008)
Pld (VF0491) (KCBPBKBH_00007)
Shango__SngB (KCBPBKBH_00003)
Shango__SngC (KCBPBKBH_00004,
Shango_SngK (KCBPBKBH_00002)
1 | 56

———
IMGPR _plasmid_2660238201_000001 17:24016(+)

Colicin-E9 immunity protein (CEIIDJFA_00075)
Pld (VF0491) (CEIIDJFA_00076)
Shango__SngB (CEIIDJFA_00080)
Shango?zc (CEIIDJFA_00079)
Shango SngA (CEIIDJFA_00081)
| | 7877 74 7372

e —————————— -
IMGPR_plasmid_2609459979_000001 50744:74731(-)

Colicin-E9 immunity protein (BFDIGCMO_00007)
Pld (VF0491) (BFDIGCMO_00006)
Shango__SngB (BFDIGCMO?OOOOZT
Shango__SngC (BFDIGCMO_00003)
Shango__SngA (BFDIGCMO_00001)
|| 45| 8 910

e — -
IMGPR_plasmid_2609459903_000001 674:23876(+)

Colicin-E9 immunity protein (EAFJHEFD_00045)
Pld (VF0491) (EAFJTHEFD_OOO46)
Shango__SngB (EAFJHEFD_00050)
Shango__SngC (EAFJHEFD_00049)
Shangoisn‘gA (EAIEJHEFD700051) ‘

| 48 47 44 4342

I E— -
IMGPR _plasmid_2681813156_000001 27259:50474(-)

Colicin-E9 immunity protein (ANEABMGL_00009)
1S1 family transposase 1S1D (ANEABMGL_00004)
1S1 family transposase [S1R (ANEABMGL_00005)
Pld (VF0491) (ANEABMGL_00008)
Shango_SngB (ANEABMGL_00002)
Shango__SngC (ANEABMGL_00003)
Shango__SngA (ANEABMGL_00001)
L] 6 7 10 1112

e — -
IMGPR_plasmid_2609459971 000001 674:24653(+)

Colicin-E9 immunity protein (OKNNEGNK_00070)
1S1 family transposase 1S1D (OKNNEGNK_00075)
1S1 family transposase [S1R (OKNNEGNK_00074)
PId (VF0491) (OKNNEGNK_00071)
Shango__SngB (OKNNEGNK_00077)
Shango_ SngC (OKNNEGNK_00076)
Shango__SngA (OKNNEGNK_00078)
I N < 69 6867

e e —— -
IMGPR_plasmid_2609459896_000001 44718:68697(-)

Colicin-E9 immunity protein (LICDEECI_00008)
Tn3 family transposase Tn3 (LICDEECI_00001)
PId (VF0491) (LICDEECI_00007)
Shango_ SngB (LICDEECI_00003)
Shango_SngC (LICDEECI_00004)
| 2| 56 |

9 1011

——
\MGPpr\asmid7269342%18700&)01 27:22304(+)

IS5 family transposase IS903 (PPKMNFEJ_00005)
Lactose operon repressor (PPKMNFEJ_00001)
Lactose permease ( PPKMNFEJ _00003) Colicin-E9 immunity protein (PPKMNFEJ_00012)
ShangoﬁSngB (PPKMNFEJ_00007)
eta-galactosidase (PPKMNFEJ_00002)  Pld (VF0491) (PPKMNFEJ_00011)
\ Shango__SngC (PPKMNFEJ_00008]
Shango__SngA (PPKMNFEJ_00006)
| 4] | | 9 10 13 1415

e E——
IMGPR _plasmid_2660238634_ 000001 17:30010(+)

IS5 family transposase 1S903 (EEFGMJDG_00044)
Colicin-E9 immunity protein (EEFGMJDG_00037)
Pld (VF0491) (EEFGMJDG_00038)
Shango__SngB (EEFGMJDG_00042)
\ Shango__SngC (EEFGMJDG_00041
Shango__SngA (EEFGMJDG_00043)
45| | 4039

e e — -—
IMGPR_plasmid_2660238062_000001 22628:47411(-)

Zinc-type alcohol dehydrogenase-like protein (IOMIDGLF_00002)
1S110 family transposase 1S5075 (IOMIDGLF_00001)
1S5 family transposase 1S903 (IOMIDGLF_00007)
Lactose permease (IOMIDGLF_00005)  Colicin-E9 immunity protein (IOMIDGLF_00014)
ShéngoisngB (IOMIDGLF_00009) I
eta-galactosidase (IOMIDGLF_00004) | PId(VF0491) (IOMIDGLF_00013)
BopD (VF0362) (IOMIDGLF_ (50003) Shango__SngC (IOMIDGLF_00010),
Shango_SngA (IOMIDGLF_00008)
| 6l || 1112 15 1617

—
IMGPR_plasmid_2609459934_000001 97:33479(+)

Zinc-type alcohol dehydrogenase-like protein (MJHIPLGC_00002)
ISllO?a?wily transposase 1S5075 (MJHIPLGC_00001)
IS5 family transposase 1S903 (MJHIPLGC_00007)
Lactose permease (MJHIPLGC_00005)  Colicin-E9 immunity protein (MJHIPLGC_00014)
Shango__SngB (MJHIPLGC_00009) T
eta-galactosidase (MJHIPLGC_00004) Pld (VF0491) (MJHIPLGC_00013)
BopD (VF0362) (MJHIPLGC_00003)  Shango__SngC (MJHIPLGC_00010)
Shango__SngA (MJHIPLGC_00008) 1S5 family transposase ISKpn26 (MJHIPLGC_00016)
| 6] | 1112 | | 15 ] 1718

——
IMGPR_plasmid_2588254044_000001 176:34758(+)

Zinc-type alcohol dehydrogenase-like protein (PJHGNGNF_00075)
IS5 family transposase 1S903 (PJHGNGNF_00070)
Lactose permease (PJHGNGNF_OOO72)
BopD (VF0362) (PJHGN’a\IF_OOO74) Colicin-E9 immunity protein (PJHGNGNF_00063)
\ Shango_ SngB (PJHGNGNF_00068)
Beta-galactosidase (PJHGNGNF_00073) | Pld (VF0491) (PJHGNGNF_00064)
Shango__SngC (PJHGNGNF_00067)
Shango__SngA (PJHGNGNF_00069)
71| || 66 65

62 6160

— —————————
IMGPR_plasmid_2590828666_000001 39599:71573(-)

Zinc-type alcohol dehydrogenase-like protein (AIMEMKIB_00001)

IS5 family transposase 1S903 (AIMEMKIB_00006)

Lactose permease (AIN (AIMEMKIB 00004)
BopD (VF0362) (AIMEMKIB_ 00002) Colicin-E9 immunity protein (AIMEMKIB_00013)

\ Shango__SngB (AIMEMKIB_00008) l
Beta-galactosidase (AIMEMKIB_00003) Pld (VF0491) (AIMEMKIB_00012)
Shango_ SngC (AIMEMKIB_OOOO‘?T
Shango_SngA (AIM EMKIB_00007)
5| | | 10 11 14 1516

— I ——
IMGPR_plasmid_2609459969_000001 428:32390(+)

Zinc-type alcohol dehydrogenase-like protein (MKKBHLMB_00084)
1S5 family transposase 1S903 (MKKBHLMB_00079)
1S1 family transposase 1S1D (MKKBHLMB_00075)
1S1 family transposase IS1IR (MKKBHLMB_00074)
Lactose permease(MKKB LMB_00081) ‘
opD (VF0362) (MKKBHLMB 00083) Colicin-E9 immunity protein (MKKBHLMB_00070)
\ Shango_SngB (MKKBHLMB_00077)
eta-galactosidase (MKKBHLMB_00082) [ PId (VF0491) (MKKBHLMB_00071)
Shango__SngC (MKKBHLMB_00076)
Shango_SngA (MKKBHLMB_00078) ‘

80| | |

[ve)

@

7372 69 6867

— ——
IMGPR_plasmid_2609459891 000001 44781:77520(-)

Colicin-E9 immunity protein (FLMMACMA_00070)

Tyrosine recomblnase XerC (FLMMACMA_00080)

RepFIB repl|cat|on proteln A (FLMMACMA _00081)

Protein SopB (FLMMACMA700083) Pld (VF0491) (FLMMACMA _00071)

Shango_ SngB (FLMMACMA _00075)
Shango__SngC (FLMMACMA_00074)
Shango_SngA (FLM MACMA _00076)
82 79 7877 | | 7372 69 6867

I e ——
IMGPR_plasmid_2609459928 000001 44718:77330(-)

1S3 family transposase 1SKpn18 (JHMLJILC_00060)
1S3 family transposase ISKpn18 (JHMLJILC_00056)
1S3 family transposase ISKpn18 (JHMLJILC_00057)

\ Colicin-E9 immunity protein (JHMLJILC_00051)
1S91 family transposase 15Sbo1 (JHMLJILC_00058)
Shango__SngB (JHMLJILC_00062)

Shango__SngC (JHMLJILC_00055)
Shango__. SngA(JHMLJILC 00063)
Pld (VFO491) (JHMLJILC_00052)

61I 5453 | 50 4948

——— — -
IMGPR_plasmid_2588254046_000001 30325:56533(-)

Glutathione transport system permease protein GsiD (AGAEEMCO_00103)
Kliphatic amidase expression-regulating protein (AGAEEMCO_00101)
Zinc-type alcohol dehydrogenase-like protein (AGAEEMCO_00089)
ABC-type heme transporter (VF0739) (AGAEEMCO_00093)
ABC-type heme transporter (VF0739) (AGAEEMCO_00094)
15110 family transposase 155075 (AGAEEMCO_00090)
1S5 family transposase 1S903 (AGAEEMCO_00084)
Heme receptor HutR (VF0641) (AGAEEMCO_00096) Lactose permease (AGAEEMCO_00086) Colicin-E9 immunity protein (AGAEEMCO_00077)

Vibrioferrin (VF0631) (AGAEEMCO_00095) Shango_ SngB (AGAEEMCO_00082) J
igma L (VF0855) (AGAEEMCO_00098) Beta-galactosidase (AGAEEMCO_00087) T Pld (VF0491) (AGAEEMCO_00078)
Protein FecR (AGAEEMCO_00097) L BopD (VF0362) (AGAEEMCO_00088) \ Shango__SngC (AGAEEMCO_00081)

\ 100 | ABC transporter (VF0741) (AGAEEMCO_00092) Shango_ SngA (AGAEEMCO_00083)

02| oo || | | [ [ Tor | | | | 85| | 8079 76 7574
IMGPR_plasmid_ 2609459884 000001 51060-96943() = |
Glutathione transport system permease protein GsiD (EFHOLNBI_00001)
Kliphatic amidase expression-regulating protein (EFHOLNBI_00003)

Zinc-type alcohol dehydrogenase-like protein (EFHOLNBI_00015)
ABC-type heme transporter (VF0739) (EFHOLNBI_00011)
BC-type heme transporter (VFG739) (EFHOLNBI_00010)
1S110 family transposase 155075 (EFHOLNBI_00014)
\ I L 1S5 family transposase 15903 (EFHOLNBI_00020)
ABC transporter (VF0741) (EFHOLNBI_00012)

Heme receptor HutR (VF0641) (EFHOLNBI_00008) Lactose permease (EFHOLNBI_00018)  Colicin-E9 immunity protein (EFHOLNBI_00027)

Vibrioferrin (VF0631) (EFHOLNBI_00009) Shango_ SngB (EFHOLNBI_00022)

Beta-galactosidase (EFHOLNBI_00017) T Pld (VF0491) (EFHOLNBI_00026)

Sigma L (VF0855) (EFHOLNBI_00006)| | BopD (VF0362) (EFHOLNBI_00016) J Shango_ SngC (EFHOLNBI_00023)
Protein FecR (EFHOLNBI_00007) Shango_ SngA (EFHOLNBI_00021)

245 | T | || ,13“T | 19] | | 2425 | | 28 2930

B e s ——
IMGPR_plasmid_2609459874_000001 87:45970(+)

AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (KICELNNH_00003)
Glutathione transport system permease protein GsiD (KICELNNH_00006)
Aliphétic amidase expression-regulating protein (KICELNNH_00008)
Zinc-type alcohol dehydrogenase-like protein (KICELNNH_00020)
ABC-type heme transporter (VF0739) (KICELNNH_00016)
BC-type heme transporter (VF0739) (KICELNNH_00015)
‘ 1S110 fam||y transposase 1S5075 (KICELNNH_00019)
1S6 family transposase 1526 (KICELNNH._ 00005) 'J —E 1S5 family transposase 1S903 (KICELNNH_00025)
0741) (KICELN

‘ ‘ ABC transporter H_00017)
Heme receptor HutR (VF0641) (KICELNNF_00013) Lactose permease (KICELNNH 00023) Colicin-E9 immunity protein (KICELNNH_00032)
Jr Vibrioferrin (VF0631) (KICELNNH_00014) Shango__SngB (KICELNNH_00027)
Transposon n3 resolvase (KICELNNH_00002) Beta-galactosidase (KICELNNH_00022) T PId (VF0491) (KICELNNH_00031)
Sigma L(\/F0855)(KICELNNH ooon)l BopD (VF0362) (KICELNNH_00021) \ Shango__SngC (KICELNNH_00028]
Proteln FecR (KICELNNH_00012 Shango__SngA (KICELNNH_00026)
1l 4l |7 [ 90| T | || 18 | 24 | 2930 33 3435
— | -

- I
IMGPR_plasmid_2609459893_000001 35:49056(+)

AAC(6')-1b family aminoglycoside 6'-N-acetyltransferase (NFO33074.0) (GNGCMDOA_00081)
1S5 family transposase ISKpn26 (GNGCMDOA_00074)
Colicin-E9 immunity protein (GNGCMDOA _00076)
Transposon Tn3 resolvase (GNGCMDOA_00080)
Tn3 family transposase Tn3 (GNGCMDOA_00079)
\ PId (VFO491) (GNGCMDOA_00077)
82 | | 787 | 75 | 7372

(@@ HEGHETDDIEE N

\MGPR_p\asm'\d_2éé752?062_000001 50964:72175(-)

type A chloramphenicol O-acetyltransferase (NFO00491.1) (EMLFHKHA_00077)
1S5 family transposase ISKpn26 (EMLFHKHA_00069)
Colicin-E9 immunity protein (EMLFHKHA_00071)
1S1 family transposase 151D (EMLFHKHA_00076)
1S1'family transposase IS1R (EMLFHKHA_00075)
PId (VF0491) (EMLFHKHA_00072)
78| || 7473T | 70 | 6867

\MGPR,p\asm'\d,ZéOc)E‘?‘?éé,OOOOOl 44749:65477(-)

type A chloramphenicol O-acetyltransferase (NFO00491.1) (GOBBNPAO_00076)
Colicin-E9 immunity protein (GOBBNPAO_00070)
ISl‘famin transposase 151D (GOBBNPAO_00075)
1S1 family transposase I51R (GOBBNPAO_00074)
PId [VF0491) (GOBBNPAO_00071)
771 || 73727 | 69 ¢867

\MGPR?p\asmideéO‘?E‘?‘?éS?OOOOOl 44781:64309(-)

type A chloramphenicol O-acetyltransferase (NFO00491.1) (BHPNNOBN_00004)
Tn3 family?ansposase I1SShes11 (BHPNNOBN_00001)
15110 family transposase 155075 (BHPNNOBN_00002)
IS5 family transposase ISKpn26 (BHPNNOBN_00012)
Collcm E9 immunity protein (BHPNNOBN_00010)
151 family transposase IS1D (BHPNNOBN_00005)
I$1fam|lytransposase IS1IR BHPNNOBN _00006)
PId (VF0491) (BHPNNOBN700009)
| 78| 11 | 1314

s

\MGPR_p\asmid_2609459894_&)0002 19:22815(+)

type A chloramphenicol O-acetyltransferase (NFO00491.1) (DNPCGLIJ_00077)
1S110 family transposase 155075 (DNPCGLIJ_00079)
IS5 family transposase ISKpn26 (DNPCGLIJ_00069)
Colicin-E9 immunity protein (DNP(ﬁ_IJ_OOO71)
IS1 family transposase IS1D (DNPCGLIJ_G0076)

1S1 family transposase I51R (DNPCGLIJ_ 00075)
Tn3 family transposase TnAs3 (DNPCGLIJ_00080)
DNA-invertase hin (DNPCGLIJ_00081) |

Pld (VF0491) (DNPCGLIJ_00072)
|| 74737 | 70 | 6867

IMGPR_plasmid_2609459883_000001 447-81:70432(7)

Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NF000241.1) (MHNBFIKH_00090)
APH(3")-I Faﬁily aminoglycoside O-phosphotransferase (NFO33059.2) (MHNBFIKH_00092)
type A chloramphenicol O-acetyltransferase (NFO00491.1) (MHNBFIKH_00082)
tetracycliné efflux MFS transporter Tet(V) (NFO12178.0) (MHNBFIKH_00089)
\ 75710 family transposase 155075 (MHNBFIKH_00084)
1S6 family transposase 1S6100 (MHNBHTOOOW)
Collcm E9 immunity protein (MHNBFIKH_00076)
1S1 family transposase IS1D (MHNBFIKHbOOSl
151 family transposase IS1R (MHNBFIKH_00080)
1S6 family transposase 1526 (MHNBFIKH_00093) \
156 family transposase 1526 (MHNBFIKH_00091) 1S5 family transposase ISKpn26 (MHNBFIKH_00074)
Tn3 family transposase TnAs3 (MHNBFIKH_00085)
NA-invertase hin (MHNBFIKH_00086) | PId (VF0491) (MHNBFIKH_00077)
IMGPR_plasmid_2660237902_000001 50965:83504(-)

| | [ 8 [ T | | 83| || 7978 | 75 | 7372
Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NFO00241.1) (LFJJJBCF_00071)
APH(3')-I family aminoglycoside O-phosphotransferase (NF033059.2) (LFJJJBCF_00073)

type A chloramphenicol O-acetyltransferase (NFO00491.1) (LFJJJBCF_00063)
tetracycline efflux MFS transporter Tet(V) (NFO12178.0) (LFJJJBCF_00070)
\ —Euo family transposase 155075 (LFJJJBCF_00065)
1S6 family transposase 1S6100 (LFJJJBCF_00068)
Colicin-E9 immunity protein (LFJJJBCF_00057)
1S1 family transposase 1S1D (LFJJJBCF_00062)
1S1 family transposase IS1R (LFJJJBCF_00061)
1S6 family transposase 1526 (LFJJJBCF_OdO74)l
F

156 family transposase 1526 (LFJJJBCF_00072) 1S5 family transposase ISKpn26 (LFJJJBCF_00055)
Tn3 fdmily trahsposase TnAs3 (LFJJJBCF_00066)
DNA-invertase hin (LFJJJBCF_00067) | Pld (VF0491) (LFJJJBCF_00058)

| L eo | T | || 60597 | 56 | 5453

IMGPR_plasmid_2660237912_000001 33269:65664(-)

Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NF000241.1) (KKIEEFOG_00090)
APH(3")-1 family aminoglycoside O-phosphotransferase (NFO33059.2) (KKIEEFOG_00092)
tybe A chloramphenicol O-acetyltransferase (NFO00491.1) (KKIEEFOG_00082)
tetracycline efflux MFS transporter Tet(V) (NF012178.0) (KKIEEFOG_00089)
4 | 15110 family transposase 15075 (KKIEEFOG_00084)
1S6 family trénsposase 156100 (KKIEEFOG_00087)
Colicin-E9 immunity protein (KKIEEFOG_00076)
IS1 family transposase IS1D (KKIEEFOG_(0081)
1S1 family transposase IS1R (KKIEEFOG 00080)
156 family transposase 1526 (KKIEEFOG_00091) \l IS5 family transposase ISKpn26 (KKIEEFOG_00074)
Tn3famllytransposaseTnAs3(KKIEEFOG 0085) ‘
NA-invertase hin (KKIEEFOG_00086) | Pld (VF0491) (KKIEEFOG_00077)
| | |8 [T | Il 79787 | 75 | 7372

IMGPR _plasmid_2667527861 000001 50761:82505(-)

Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NFO00241.1) (HHHLPEBL_00004)
APH(3")-I fam||y aminoglycoside O-phosphotransferase (NFO33059.2) (HHHLPEBL_00002)

type A chloramphenicol O- acetyltransferase (NFO00491.1) (HHHLPEBL_00012)
tetracyclme efflux MFS transporter Tet(V) (NF012178.0) (HHHLPEBL_00005)

| | * 1S110family transposase 155075 (HHHLPEBL_00010)
IS6 family transposase IS15DI1 (HHHLPEBL_00001)
156 fam||y transposase 156100 (HHHLPEBL 00007)
‘ Collcm E9 immunity protein (HHHLPEBL_00018)
1S1 family transposase IS1D (HHHLPEBL_60013
1S1 family transposase 1S1R (HHHLPEBL 00014)

1S6 family transposase 1526 (HHHLPEBL_o‘ooos)é |T 1S5 family transposase 1SKpn26 (HHHLPEBL_00020)

Tn3 family transposase TnAs3 (HHHLPEBL_00009)

NA-invertase hin (HHHLPEBL 00008) | Pld'(VF0491) (HHHLPEBL_00017)
IMGPR_plasmid_2609459876_000001 64:32704(+)

Ll e [T | | 1| [| 15167 | 19 | 2122
Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NFO00241.1) (OLBAAJCL_00058)
APH(3")-I f;Ein aminoglycoside O-phosphotransferase (NFO33059.2) (OLBAAJCL_00060)

“fype A chloramphenicol O-acetyltransferase (NFO00491.1) (OLBAAJCL_00051)
tetracycline efflux MFS transporter Tet(V) (NFO12178.0) (OLBAAJCL_00057)
1S6 family transposase 1S6100 (OLBAAJCL_00055)

Colicin-E9 immunity protein (OLBAAJCL_00045)
1S1 family transposase 151D (OLBAAJCL_00050)
i|51 family transposase IS1R (OLBAAJCL_ 00049)

1S6 family transposase 1S26 (OLBAAJCL_ 00061)
186 family transposase 1526 (OLBAAJCL_00059)
Tn3 family transposase TnAs3 (OLBAAJCL_00053)
NA-invertase hin (OLBAAJCL_00054)
Pld (VF0491) (OLBAAJCL_00046)

[ | 48471 | 44 4342

iy

IMGPR_plasmid_2609459982_000001 27510:57651(-)

Mph(E)/Mph(G)famlly macrolide 2'-phosphotransferase (NFO00241.1) (BHKBCEKB_00090)
typeAchIoramphenlcoI O-acetyltransferase (NFO00491.1) (BHKBCEKB_00082)
tetracycllne efflux MFS transporter Tet(V) (NFO12178.0) (BHKBCEKB_00089)
" 15110 family transposase 155075 (BHKBCEKB_00084)
é 1S5 family transposase ISKpn26 (BHKBCEKB_00074)
1S6 family transposase 1S6100 (BHKBCEKB_00087)
Colicin-E9 immunity protein (BHKBCEKB_00076)
1S1 family transposase 1S1D (BHKBCEKB_00081)
1S1 family trahsposaseT51R (BHKBCEKB_00080)
Tn3 family transposase TnAs3 (BHKBCEKB_00085) é
DNA-invertase hin (BHKBCEKB_00086)PId (VF0491) (BHKBCEKB_00077)
91 | 88 | [ | | 8| [| 79787 | 75 | 7372

IMGPR_plasmid_2663763307_000002 50818:81023(-)

Mph(E)/Mph(G) family macrolide 2'-phosphotransferase (NF000241.1) (JGCICIEG_00090)
E/Be A chloramphenicol O-acetyltransferase (NFO00491.1) (JGCICIEG_00082)
tetracycline efflux MFS transporter Tet(V) (NFO12178.0) (JGCICIEG_00089)
1S110 family transposase 1S5075 (JGCICIEG_00084)
1S5 family transposase ISKpn26 (JGCICIEG_00074)
1S6 family transposase 156100 (JGCICIEG_00087)
Co(lcm E9 immunity proteln (JGCICIEG_00076)
1S1 family transposase ISlD (JGCICIEG._ 00081)
151 family transposase IS1R (JGCICIEG_00080)
Tn3 family transposase TnAs3 (JGCICIEG. 00085)
DNA-invertase hin (JGCICIEG_00086)| Pld (VF0491) (JGCICIEG_00077)
8 | T | | 83| [| 79787 | 75 | 7372

IMGPR_plasmid_2671181002_000001 50744:80696(-)

3-phenylpropionate-dihydrodiol/cinnamic acid-dihydrodiol dehydrogenase (IJGFEBOO_00004)
sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (IJGFEBOO_00001)
gr?inog|ycoside O-phosphotransferase APH(4)-la (NFO00107.2) (IJGFEBOO_00010)
aminoglycoside 3-N-acetyltransferase (NF033082.0) (IJGFEBOO_00008)
Colicin-E9 immunity protein (IJGFEBOO_00017)
1S6 fam||y transposase ISRIe7 (IJGFEBOO_00011)
1S6 famlly transposase IS15 (IJGFEBOO_OOOO7)
3|5 Pld (VF0491) (IIGFEBOO_00016)
2 12 13 1415 | 18 1920

IMGPR_plasmid_2576861159_000001 358:2-5317(+)

type A chloramphenicol O-acetyltransferase (NFO00491.1) (BMHAKBAB_00004)
VanH-AOV family D-lactate dehydrogenase (NFO00112.1) (BMHAKBAB_00024)
putative phosphite transport system binding protein PtxB (BMHAKBAB_00026)
1S110 family transposase 155075 (BMHAKBAB_00002) HTH-type transcriptional activator CmpRTMHAKBAB 00023)
\ 151 family transposase |51x2(BMH/IKBAB 00020)
Collcm E9 immunity proteln (BMHAKBAB_00010) Phosphate- |mport permease proteln PhnE (BMHAKBAB_00025)

1S1 fami ytransposase I1S1D (BMHAKBAB 00005) ABC-type heme transporter (VF0739) (BMHAKBAB_00027)
1S1 fam||y transposase IS1R (BMHAKBAB_00006) 1S5 family transposase ISKpn26 (BMHAKBAB_00021)
Tn3 family transposase ISPa38 (BMHAKBAB_00001) " IS5 family transposase ISThi1 (BMHAKBAB_00028)
Pld (VF0491) (BMHAKBAB_00009) Tn3 family transposase 1SSba14 (BMHAKBAB_00030)
T \ CIpE (VF0073) (BMHAKBAB_00016)|  1S6 family transposase 1526 (BMHAKBAB_00029)
Protease HtpX (BMHAKBAB_D0013) 19 31
3 7 8| | 11 12] 1415 |  1718] 22 13233

\MGPRJ:)\asmid726094599657000a)1 50:40500(+)

1S1 family transposase 1S1X2 (NGHEJDND_00062)
1S5 family transposase 1SKpn26 (NGHEJDND_00061)
Protease HtpX (NGHEJDND_00069)
CIpE (VF0073) (NGHEJDND' 00066)
63 ‘

‘ 6867 6564] 6059

I
IMGPR_plasmid_2609459865_000001 38822:58556(-)
k 10000 nt 1
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