Putative transposase InsK for insertion sequence element 1S150 (IBLEHBIL_00212)
Glycerol-3-phosphate transporter (IBLEHBIL_00215)
TTSS effectors secreted via both systems (VF0948) (IBLEHBIL_00209)
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TTSS effectors secreted via both systems (VF0948) (GHOEBFAM_00287)
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