GDP-mannose-dependent alpha-(1-6)-phosphatidylinositol monomannoside mannosyltransferase (IKGPDCPL_00054)
Undecaprenyl-phosphate 4-deoxy-4-formamido-L-arabinose transferase (IKGPDCPL_00052)

Glycogen synthase (IKGPDCPL_00056)
IKGPDCPL_00053 | IKGPDCPL_00055 IKGPDCPL_00057

IMGPR_plasmid_2588254082_000002 40712:46386(+)
OBOCMDLB_00059

IMGPR_plasmid_3300029137_000006 40038:45961(+)

NMFIPBEC_00002
NMFIPBEC_00003
|  NMFIPBEC_00001

i#

IMGPR_plasmid_3300029253_.000054 1168:8651(-)

JJBAHPFK_00042 JJBAHPFK_00044
JJBAHPFK_00043

i*

IMGPR_plasmid_2042536002_000003 29795:38562(+)

Tyrosine-protein phosphatase YwgE (KMCOFPNF_00042)
Hyaluronic acid (HA) capsule (VF0667) (KMCOFPNF_00040)
36 37 38 39 LPS(VF0085) (KMCOFPNF_00041)

IMGPR_plasmid_3300007362_000025 26184:38694(+)

15982 family transposase 151187 (EMINIJEM_00005)
8 7 6 4 3 2 1

IMGPR_plasmid_3300029747_000036 100:14693(-)

CfxA family broad-spectrum class A beta-lactamase (NFO33100.1) (DGLNOGAI_00058)
Tyrosine recombinase XerC (DGLNOGAI_00052)
49 50 51 53 54 55 56 57 59

#
i

IMGPR_plasmid_3300029114_000020 34273:51772(+)

7000 nt i
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