HTH-type transcriptional activator CmpR (GJFHLNBA_00389)
SigH (VF0296) (GJFHLNBA_00386) Thermostable beta-glucosidase B (GJFHLNBA_00400)
RibonUclease BN (GJFHLNBA_00391) Vitamin B12 transporter BtuB (GJFHLNBA_00401)
atA (VF0454) (GJFHLNBA 00387) | BopD (VF0362) (GJFHLNBA_00402)
392 1S701 family transposase I1SBj9 (GJFHLNBA_00398) KatG (VF0303) (GJFHLNBA_00403)
388 390 1393394395 396 397 399 404

— —
IMGPR_plasmid_2927241357_000002 498562:520982(+)

HTH-type transcriptional activator CmpR (PACHLGHC_00076)
1S701 family transposase ISBj9 (PACHLGHC_00067)
Ribonuclease BN (PACHLGHC_00074)
KatA (VF0454) (PACHLGHC_00078)
77 | 75 | 73872 7170 69 68 66

K HOC K

m@PR,p\asm'\d72857652663,000002 68400:90820(-)
Cytochrome bd-I ubiquinol oxidase subunit 2 (LNDBGKHP_00159)

Cytochrome bd ubiquinol oxidase subunit 1 (LNDBGKHP_00160) IS5 family transposase 1SSsp126 (LNDBGKHP_00182)
Efflux pump membrane transporter BepE (LNDBGKHP_00163) Anti-sigma-F factor NrsF (LNDBGKﬁI;_00177)
Na(+)/H(+) antiporter NhaP (LNDBGKHP_00172)
Sulfide-quinone reductase (LNDBGKHP_00166) Sigma M (VF0822) (LNDBGKHP_00178)
csal3_I_IL_IN_IV_V_VI_ 2 (LNDBGKHP700162) putative protein (L(NDBGKHP_00171) 176 179 181
161] 164165 167168 169 170 173 174175 | T180] | 183184

DK @) H-@EE@EEEET-CEHEEH @D K HOC KT

\MGPR_p\asmid»28271936341_000002 218176:252102(+)

1S5 family transposase ISSsp126 (EOBOFLAA_00316)
Efflux pump membrane transporter BepE (EOBOFLAA700335) Anti-sigma-F factor NrsF (EOBOFLAA_00321)
Na(+)/H(+) antiporter NhaP (EOBOFLAA_00326)
Sulfide-quinone reductase (EOBOFLAA_00332) Sigma M (VF0822) (EOBOFLAA_00320)
putative protein (EOBOFLAA_00327) 321 318 316
‘ 333332 330329 328 327 | 324 323322 T317] | 314313
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\MGPpr\asmid7282-5114065,000002 382700:416626(-)
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