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mRNA interferase toxin RelE (FMPMJLFH_00011)
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TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (DFKCOKGI_00094)

quaternary ammonium compound efflux SMR transporter QacE (NF000276.2) (DFKCOKGI_00082) J
PRK|PRK13747.1: broad- spectrum mercury transporter MerE (NFO10310.2) (DFKCOKGI_00090)

ANT(9) family aminoglycoside nucleotldyltransferase (NF012212.1) (DFKCOKGI_00081)
sulfonamide-resistant dlhydropteroate synthase Sul2 (NFO00295.1) (DFKCOKGI_00083

memremstance co-regulator MerD (NF033783.1) (DFKCOKGI_00091)
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mercur|c transport protein MerT (NF033560. 1) (DFKCOKGI_00095)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (DFKCOKGI_00092)
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aminoglycoside O-phosphotransferase APH(4)-1a (NFO00107.2) (LMBEFLEB_00083)
aminoglycoside 3-N-acetyltransferase (NFO33082.0) (LMBEFLEB_00081)
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Transcription antitermination protein RfaH (CIKFMONH_00008)
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Transcription antitermination protein RfaH (JKAHMJPL_00015)
Plasmid segregation protein ParM (JKAHMJPL_00006)
3'-5'exonuclease DinG (JKAHMJPL_00011)
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APH(6)-1 family aminoglycoside O-phosphotransferase (NFO12171.0) (CFFDCDOF_00088)
aminoglycoside O-phosphotransferase APH(SWNFOSZS‘?S&) (CFFDCDOF_00087)
153 family transposase 151133 (CFFDCDOF_00085)
1S3 family transposase 151133 (CFFDCDOF_00086)
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Transcription antitermination protein RfaH (FKKEDLOH_00004)
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Outer membrane lipoprotein BfpB (ACEEFJLN_00007)
ACEEFJLN_00009
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IMGPR _plasmid_2724678986_000005 152:8345(-)
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