5'-methylthioadenosine/S-adenosylhomocysteine nucleosidase (IJOGACDJ_00030)
putative CDP-diacylglycerol pyrophosphatase (IJOGACDJ_OOO27]
Putative cystathionine beta-lyase (IJOGACDJ_00031)

putative Na(+)/H(+) exchanger (IJOGACDJ_00026) k Haloalkane dehalogenase 1 (IJOGACDJ_00033)
MymA operon (VF0840) (IJOGACDJ_00024) Putative th‘iosulfate sulfurtransferase SseB (IJOGACDJ_00029) putative protein (IJOGACDJ_00034)
1JOGACDJ_00023 putative protein (IJOGACDJ_00025 19-kD protein (VFO806) (IJOGACDJ700028)‘ ‘ 1JOGACDJ_00032 ‘
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IMGPR_plasmid_2619619567_000002 22709:35456(+)

Putative lipoprotein LppO (HFDHIOPE_00076)
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IMGPR_plasmid_2681813341_000020 68153:80900(-)

putative CDP-diacylglycerol pyrophosphatase (EOBCDEAP_00079)
19-kD protein (VFO806) (EOBCDEAP_00078)
EOBCDEAP_00075
EOBCDEAP_00076 putative oxidoreductase (EOBCDEAP_00070)
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——
IMGPR_plasmid_2574180342_000003 65418:79326(-)

1S3 family transposase 15987 (JDDGLMAN_00030)
19-kD protein (VF0806) (JDDGLMAN_00026)
JDDGLMAN_00028
JDDGLMAN_00029 1S3 family transposase 1S987 (JDDGLMAN_00031)
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——
IMGPR_plasmid_2576861140_000003 22731:35294(+)

Putative lipoprotein LppO (EOAEFNJA_00009)
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—
IMGPR_plasmid_2603879731_.000003 5011:16276(+)
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