Retron_VI_HTH (NBCNGIAD_00049) RloC__RIoC (NBCNGIAD_00054)
46 47 48 50 51 52 53 55 Putative nuclease YhcG (NBCNGIAD_00056)

L

IMGPR_plasmid_2693429551 000002 48614:60420(+)

Putative nuclease YhcG (HPOGLADG_00002)
RloC_RIloC (HPOGLADG_00004)
7 6 5 3 1

i%

IMGPR_plasmid_3300008067_000017 185:13313(-)

Organic hydroperoxide resistance transcr|pt|ona| regulator (LLOFLLAJ_00056)
HTH-type transcrlptlonal regulator YofA (LLOFLLAJ _00059)
HTH-type transcriptional regulator DmIR (LLOFLLAJ_00057)
Putative nuclease YhcG (LLOFLLAJ_00053) L
RloC_RIoC (LLOFLLAJ_00051) MGA_1142/0smC (VF0885) (LLOFLLAJ_00055)
48 49 50 52 54 | | 58

60

|
H#

IMGPR_plasmid_2695420827_000004 39293:56787(+)

Putative nuclease YhcG (ACMPLFLP_00006)
RloC__RloC (ACMPLFLP_00008)
11 10 9 7 5 4 3 2

[y

IMGPR_plasmid_3300005066_000061 40:18458(-)

GBIOBPCF_00041 GBIOBPCF_00043
T GBIOBPCF_00042 RloC_ RloC (GBIOBPCF_00044)

IMGPR_plasmid_3300027934_000005 33803:43152(+)

HIAFNCB_00002
| IAFNCB_00001

'!

IMGPR_plasmid_3300031418_000069 8:4379(-)
7000 nt 1
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