6-phosphogluconate dehydrogenase, NAD(+)-dependent, decarboxylating (MMEMPBHK_00016)
(4S)-4-hydroxy-5-phosphonooxypentane-2,3-dione isomerase (MMEMPBHK_00013)
NAD(+)——protem arginine ADP- rlBosyItransferase Trel (MMEMPBHK_00004)
3- hydroxy 5- phosphonooxypentane 2,4-dione thlolase (MMEMPBHK_00014)
Glucose-6-phosphate 1-dehydrogenase 1 (MMEMPBHK_00017)

Colicin V secretion protein CvaA (MMEMPBHK_OOOO‘?)
RtxA (VF0482) (MMEMPBHK_00008)

Glucoamylase (MMEMPBHK_00015)
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(45)-4-hydroxy-5-phosphonooxypentane-2,3-dione isomerase (GHEBHFFH_00249)
NAD(+)--protein-arginine ADP-ribosyltransferase Tre1 (GHEBHFFH_00258)
Colicin V secretion protein CvaA (GHEBHFFH_00253)

RtxA (VF0482) (GHEBHFFH_00254)
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(4S)-4-hydroxy-5-phosphonooxypentane-2,3-dione isomerase (PNMGJBCN_00279)
(4S)-4—heroxy—5—phosphonooxypentane—2,3—dione isomerase (PNMGJBCN_00275)
Multiple stress reosistance protein BhsA (PNMGJ éCN_OOZBZ)
28
284 283| 281]| 278 277 276 ‘&hydroxy—S—phosphonooxypentane—2,4-dione thiolase (PNMGJBCN_00274)
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HTH-type transcriptional activator RhaS (HEKGHIDH_00278)  Anaerobic nitric oxide reductase transcription regulator NorR (HEKGHIDH_00252)

6-phosphogluconolactonase (HEKGHIDH_00277) Surface presentation of antigens proteln SpaQ (HEKGHIDH_00240)
Typé 1 fimbriae (VF0221) (HEKGHIDH_00274) Surface presentation of antlgens protein SpaR (HEKGHIDH_00239)
Fatty acyl-CoA redUctase (HEKGHIDH_00279) Secretion system apparatus protein SsaV (HEKGHIDH 00247)
CupD fimbriae (VF0927) (HEKGHIDH_00272) Type 3 secretion system secretin (HEKGHIDH_00260) Yop proteins translocation protein U (HEKGHIDH_00238)
Avirulence protein B (HEKGHIDH_00265) | Type il secretion ATP synthase HrcN (HEKGHIDH_00245)
Acetyltransferase (HEKGHIDHEZé‘?) RcsAB (VF0571) (HEKGHIDH_ 00251)
Cytosine permease (HEKGHIDH_00267) SigH (VF0296) (HEKGHIDH_00249)
tg (VFO959) (HEKGHIbH 002 3) 258 253 TTS2 (VF0703) (HEKGHIDH_00241)
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1S3 family transposase 151222 (BDEHKFGE_00001)
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