Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (IEPJMJMO_00012)
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multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (OBPBBJFP_00008)
multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (OBPBBJFP_00009)

Protein/nucleic acid deglycase 1 (OBPBBJFP_00005)

putative oxidoreductase YohF (OBPBBJFP_OObO3) Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (OBPBBJFP_00012)

Quorum-sensing (VF0433) (OBPBBJFP_00004) Tyrosine recombinase XerC (OBPBBJFP_00011)
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IMGPR_plasmid_3300048575_.000167 23:24858(+)

Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (LCICMNFB_00009)
Tyrosine recombinase XerC (LCICMNFB_00008)
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IMGPR_plasmid_3300048589_000385 111:18979(+)

Nucleotidyl transferase AbiEii_AbiEii toxin, Type IV TA system (KFDHIAOF_00075)
Serine endoprotease DegS (KFDHIAOF_00083)
Tyrosine recombinase XerC (KFDHIAOF_00076)
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