arsinothricin resistance N-acetyltransferase ArsN1 family B (NFO40504.1) (ELGLFNMO_00406)
putative HTH-type transcriptional regulator YtcD (ELGLFNMO_00410)
3‘—oxoacyl—[acyl—c§rier-protein] reductase FabG (ELGLFNMO_00413)
Transposon Tn10 TetD protein (ELGLFNMO_00415)
Catechol O- methyltransferase—(ELGLFNMO 00414)
lucose 1- dehydrogenase 1 (ELGLFNMO 00411)
Glucose 1-dehydrogenase (ELGLFNMO_00412)
N—ethylmaimmlde reductase (ELGLFNMO_00417)
NAD(P)H azoreductase (ELGLFNMO_00416)
‘ 419

407408 409 ‘ ‘ ‘ 418 HTH-type transcriptional repressor ComR (ELGLFNMO_00420)

IMGPR_plasmid_2876561215_000005 416565:427161(+)

oxytetracycline resistance efflux MFS transporter OtrB (NFO00095.1) (CKIAOAPB_00067)
3-oxoacyl-[acyl-carrier-protein] reductase FabG (CKIAOAPB_00059)
Putative aminotransferase/MSMEI_6121 (CKIAOAPB_00068)
Catechol O-methyltransferase (CKIAOAPB_00060)
Glucose 1-dehyd rogenasé (?,T(IAOAPB_OOOSS)
Nodulation protein D 2 (CKIAOAPB_00065)
‘ 63T Antitoxin YefM (CKIAOAPB_00070)
66

55 61 6264 | 69] Leucine efflux protein (CKIAOAPB_00071)

IMGPR_plasmid_3300048921_000116 48400:62121(+)

bleomycin family antibiotic N-acetyltransfe@je TImB (NFO00485.1) (CAPCEAKP_00501) 3-alpha-hydroxycholanate dehydrogegase (NADP(+)) (CAPCEAKP_00481)
Lysine/arginine/ornithine-binding periplasmic protein (CAPCEAKP_00499) Glycine cleavage system transcriptional activator (CAPCEAKP_00480)

3- &gacyl [acyl-carrier-protein] reductase FabG (CAPCEAKP_00492) ‘
PTS system galactltol specific EIIA component (CAPCEAKP 00496) TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CAPCEAKP_00475)
PTS system galactitol- specmc ElIC component (CAPCEAKP_00494)
Ribose import ATP-| bmdlng protein RbsA (CAPCEAKP_00489)
‘ Ribose import permease protein RbsC (CAPCEAKP_00487)

3-hexu|ose—6—phosphate‘isomerasé (CAPCEAKP_00491)

HTH-type transcriptional regulator DmIR (CAPCEAKP_00502) é Ribose import binding protein RbsB (CAPCEAKP_00488)
yrosine recombinase XerC (CAPCEAKP_00498) Alcohol dehydrogenase (CAPCEAKP_00474)
‘ Sorbitol operoﬁ reTguIator (CAPCEAKP_00497) Xylulose kinase (CAPCEAKP_00486)
NADH oxidase (CAPCEAKP_00503) Ribulose-phosphate 3-epimerase (CAPCEAKP_00493) 485 482 478
505 504 | | 500 [ | ] khos | T | 490 | [ ] 484 483 479 1477 476

IMGPR_plasmid_2627853687_000002 476372:511939(-)
k 10000 nt 1
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