TIrC/CarA/OleB/SrmB family ABC-F type ribosomal protection protein (NFO00171.1) (JCLKLOLJ_00066)
MGA_1142/0smC (VF0885) (JCLKLOLJ_00063

Formate dehydrogenase-O major subunit (JCLKLOLJ_00057) JCLK[OLJ_00064 HTH—type transcriptional repressor ComR (JCLKLOLJ_00069)
JCLKLOLJ_00058 JCLKLOLJ_00060 JCLKLO#J?OO:OéZT 2-haloacrylate reductase (JCLKLOLJ_00068)
JCLKLOLJ_00059 JCLKLOLJ_00061  JCLKLOLJ_00065 \ JCLKLOLJ_00067 \ KatG (VF0303) (JCLKLOLJ_00070)
c——Di ) - D-LOTH D KE—H———

IMGPR_plasmid_2916048683 000007 54279:68164(+)

TIrC/CarA/OleB/SrmB family ABC-F type ribosomal protection protein (NFO00171.1) (MDPMPKPE_00057)
CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (MDPMPKPE_00063)
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IMGPR_plasmid_2937119839_000011 46826:61222(+)

TIrC/CarA/OleB/SrmB family ABC-F type ribosomal protection protein (NFO00171.1) (BMCNIPEA_00057)
putative ABC transporter ATP-binding protein YbiT (BMCNIPEA_00058)
3—sdccinoylsemiaIdehyde—pyridine dehydrogenase (BMCNIPEA_00053)
3-succinoylsemialdehyde-pyridine dehydrogenase (BMCNIPEA_00052)
BMCNIPEA_00056 \ HTH-type transcriptional regulator PgrR (BMCNIPEA_00051)
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IMGPR_plasmid_2924207177_000014 58260:72886(-)

putative ABC transporter ATP-binding protein (MABBLIDB_00055)
MABBLIDB_00049 MABBLIDB_00054
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TIrC/CarA/OleB/SrmB family ABC-F type ribosomal protection protein (NFO00171.1) (NHODGFGJ_00053)
CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (NHODGFGJ_00048)

NHODGFGJ_00058 NHODGFGJ_00049 Cytosine deaminase (NHODGFGJ_00046)
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IMGPR_plasmid_2921263974_000022 56008:70696(-)
TIrC/CarA/OleB/SrmB family ABC-F type ribosomal protection protein (NFO00171.1) (OCFJJJHK_00051)
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