Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (GGKBAAKN_00001)
RosmerTA__RmrA_2600853143 (GGKBAAKN_00003)
GGKBAAKN_00002
‘ GGKBAAKN_00005
GGKBAAKN_00004 GGKBAAKN_00006

B CTHTD

I
IMGPR_plasmid_3300029904_000065 72:4279(+)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (FJOELPEA_00047)

B -CCHTD

—
IMGPR_plasmid_3300029178_.000035 33247:37454(-)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (KIDOHFAP_00053)
macrolide efflux MFS transpgrter Mef(A) (NFO00245.1) (KIDOHFAP_00055)
151380 family transposase ISBaov1 (KIDOHFAP_00054)

@ EHD - CTHED

—
IMGPR_plasmid_3300014712.000021 40809:48083(-)

multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (GFGOEILH_00001)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (GFGOEILH_00002)

D —E) -

—
IMGPR_plasmid_3300030086_000012 66:6161(+)

multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (PINAFMFI_00049)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (PINAFMFI_00048)

ED—E){T-CTHED

I
IMGPR_plasmid_3300029136_000071 34506:40313(-)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (OFEMODFO_00002)
Cation efflux system protein CusC (OFEMODFO_00001)

ED—{OE-&EHTD

I
IMGPR_plasmid_3300029815_000062 71:5800(+)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (FMEEMHEH_00002)
Cation efflux system protein CusC (FMEEMHEH_00001)

B— -

——
IMGPR_plasmid_3300029234_000111 43:5526(+)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (FDNBMNPP_00002)
FDNBM QPP700001

)— DD -CHTD

—
IMGPR_plasmid_3300029195_000067 20:5260(+)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (FNBBOGOF_00054)
AdeFGH efflux pump (VF0504) (FNgBOGOF_OOOSS)
AcrAB (VF0568) (FNBBOGOF_00056)

O — -

I ———————————— ——
IMGPR_plasmid_7000000624_000018 39835:47991(-)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (HKMLHMNL_00003)
AdeFGH efflux pump (VF0504) (HKMLHMNL_00002)
AcrAB (VF0568) (HKMLHMNL_00001)

O - -

I —— ——
IMGPR_plasmid_3300030087_000012 14:7864(+)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (FEFPLNKN_00050)
multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (FEFPLNKN_00052)
AdeFGH efflux pump (VF0504) (FEFPLNKN_00051)

TR — - -CEHED

EE— —
IMGPR_plasmid_3300030030_000051 36373:45087(-)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (MPBIPHDA_00003)
Efflux pump membrane transporter BepG (MPBIPHDA_00001)
AdeFGH efflux pump (VF0504) (MPBIPHDA_00002)

OEED - -CHTD

— —
IMGPR_plasmid_3300030244 000010 42:6974(+)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (IOEDOGLA_00002)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] IOEDOGLA_00005)
macrolide efflux MFS transporter Mef(A) (NFO00245.1) (IOEDOGLA_00001)
multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) IOEDOGLA_00003)
| AdeFGH efflux pump (VF0504) (IOEDOGLA_00004)

l . ) D —{ - CHTD

EE— ——
IMGPR _plasmid_3300014563 000037 272:12442(+)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (CCKLPJGD_00043)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (CCKLPJGD_00040)
macrolide efflux MFS transporter Mef(A) (NFO00245.1) (CCKLPJGD_00044)
multidrug efflux RND transporter permease subunit OgxB (NF000037.1) (CCKLPJGD_00042)
| | AdeFGH efflux pump (VF0504) (CCKLPJGD_00041)

[ = A D — - &THTD

I
IMGPR_plasmid_3300014556_000075 29735:41764(-)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (ODKKGKJN_00001)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (ODKKGKJN_00004)
multidrug efflux RND transporter permease subunit quWOOOOSZl) (ODKKGKJN_00002)
\ AdeFGH efflux pump (VF0504) (ODKKGKJN_00003)

l A O OE<CHTD

— —
IMGPR_plasmid_3300029549_000050 109:10802(+)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (JONLGFFD_00059)
Undecaprenyl-phosphate alpha-N-acetylglucosaminyl 1-phosphate transferase (JONLGFFD_00060)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (JONLGFFD_00056)
multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (JONLGFFD_00058)
| | AdeFGH efflux pump (VF0504) (JONLGFFD_00057)

[ ) - CTHED

—
IMGPR_plasmid_3300014961 000123 42963:54635(-)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (DEEKHNOI_00060)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (DEEKHNOI_00057)
multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (DEEKHNOI_00059)
61 | AdeFGH efflux pump (VF0504) (DEEKHNOI_00058)
D ) ) —- - dTHED

IMGPR_plasmid_3300014560_000037 43422:55019(-)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (OBCEGOIO_00002)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (OBCEGOIO_00005)
multidrug efflux RND transporter permease subunit OgxB (NFG00037.1) (OBCEGOIO_00003)
1 \ AdeFGH efflux pump (VF0504) (OBCEGOIO_00004)

D A - CEHTD

e —— I
IMGPR_plasmid_3300029783_.000089 256:11364(+)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (OMLFCFEF_00055)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (OMLFCFEF_00052)
multidrug efflux RND transporter permease subunit OqxB (NFOD0037.1) (OMLFCFEF_00054)
56 ‘ AdeFGH efflux pump (VF0504) (OMLFCFEF_00053)

B A D — - EEHTD

—— —
IMGPR_plasmid_3300029417_000060 39045:50216(-)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (FEBCNKIA_00056)
multidrug efflux RND transporter permease subqnit OgxB (NFO00037.1) (FEBCNKIA_00058)
AdeFGH efflux pump (VF0504) (FEBCNKIA_00057)

| - CHTD

I
IMGPR_plasmid_3300030422_000013 44606:54094(-)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (BMHIGAEK_00002)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (BMHIGAEK_00005)
multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (BMHIGAEK_00003)

1 | AdeFGH efflux pump (VF0504) (BMHIGAEK_00004)

IMGPR_plasmid_3300023499_000078 22:11337(+)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (NDDJCBOD_00046)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (NDDJCBOD_00043)
multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (NDDJCBOD_00045)
47 | AdeFGH efflux pump (VF0504) (NDDJCBOD_00044)

0 ) D - @HTD

—— —
IMGPR_plasmid_3300008513 000064 30642:41957(-)

multidrug efflux RND transporter periplasmic adaptor subunit MexE (NFO45904.1) (LCHGMAOE_00055)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (LCHGMAOE_00052)
tetracycline resistance ribosomal protection protein (NFO12153.1) (LCHGMAOE_00057)
multiarug efflux RND transdorter permease subunit OgxB (NFO00037.1) (LCHGMAOE_00054)
| 56 | AdeFGH efflux pump (VF0504) (LCHGMAOE_00053)

l Wy A D — - CHTD

— ——
IMGPR_plasmid_3300014824 000140 38689:52184(-)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO012223.0) (PBNFFJFK_00001)
aminoglycoside 6-nucleotidyltransferase (NFO33084.2) (PBNFFJFK_00003)
BPU family class D beta-lactamase (NF012098.1) (PBNFFJFK_00002)
Adéptive—response sensory-kinase SasA (PBNFFJFK_00006)
Tyrosine recombinase XerD (PBNFFJFK_00004)
\ \ 5 \ Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (PBNFFJFK_00007)

D@

IMGPR_plasmid_3300029582_000067 113:11297(+)

23S rRNA (guanine(748)-N(1))-methyltransferase Erm(32) (NFO00133.1) (LDIAHEGP_00056)
UDP-N-acetylglucosamine 1-carboxyvinyltransferase 1 (LDIAHEGP_00058)
Dual-specificity RNA méthyltransferase RImN (LDIAHEGP_00059)
Cation efflux system protein CusC (LDIAHEGP_00053)
57 | 5554 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (LDIAHEGP_00052)

IMGPR_plasmid_3300029604_000110 38396:47967(-)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (LCLHDNGO_00002)
Cation efflux system protein CusC (LCLHDNGO_00001)
LCLHDNGO_00006

LCLHDNGO_00007 LCLHDNGO_00009

B—EBp- DD HEDD

—
IMGPR_plasmid_3300029535_000051 64:5731(+)

FKNJEJHE_00049 FKNJEJHE_00045
FKNJEJﬂE_OOBSO FKNJEJHE_00046 FKNJEJHE_00044

IMGPR _plasmid_7000000297 000015 37336:44754(-)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (PAMMDBCE_00002)

151380 family transposase ISBaovl (PAMMDBCE_00008)
1 3 4567 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (PAMMDBCE_00009)

IMGPR_plasmid_3300029653_000064 53:9418(+)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (DNFNHHPB_00001)
151380 family transposase ISBaovl (DNFNHHPB_00007)
2 3456 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (DNFNHHPB_00008)

IMGPR_plasmid_3300029115 000085 142:9061(+)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (HPKFDMEI_00061)
151380 family transposase ISBaov1 (HPKFDMEI_00056)
60 59 5857 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (HPKFDMEI_00055)

IMGPR_plasmid_3300029503 000065 40039:49042(-)

151380 family transposase ISBaov1 (BGEEEDKO_00005)
1234 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (BGEEEDKO_00006)

GHEHEEEH T -@- D

—
IMGPR_plasmid_3300029355_.000102 956:8085(+)

151380 family transposase I1SBaov1 (BIGOPKJG_00040)
43
44 T42 41 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (BIGOPKJG_00039)

—
IMGPR_plasmid_3300030438_.000112 29319:36448(-)

151380 family transposase ISBaovl (AHKGDMOA_00006)

1 2345 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (AHKGDMOA_00007)
B—@H@E-@THT) - @ HED
IMGPR_plasmid_3300029354 000075 374:8650(+)

151380 family transposase ISBaov1 (OFIFEPDK_00046)
151380 family transposase 1S614B (OFIFEPDK_00050)
51 49 4847 | Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (OFIFEPDK_00045)

HED—@- @& ) - D

—
IMGPR_plasmid_3300029558 000062 33655:43327(-)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (MFDNBFHP_00066)
151380 family transposase ISBaovl (MFDNBFHP_00061)
68 67 65 64 6362 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (MFDNBFHP_00060)

IMGPR_plasmid_3300008571_00007¢6 48519:58905(-)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (EDBMLAPM_00058)
macrolide efflux MFS transporter Mef(A) (NFO00245.1) (EDBMLAPM_00061)
151380 family transposase ISBaov1 (EDBMLAPM_00053)
60 59 570 56 5554 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (EDBMLAPM_00052)

IMGPR_plasmid_3300014566_000033 38414:49549(-)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (HKPKJJHJ_00056)
putative N-acetyltransferase YvbK (HKPKJJHJ_00057)

T 151380 family transposase ISBaov1 (HKPKJJHJ_00051)
Adenine deaminase (HKPKJJHJ_00059)
58 \ \ 55} 54 5352 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (HKPKJJHJ_00050)
I

IMGPR_plasmid_3300029346_000059 37067:48657(-)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (OAPKBCEF_00061)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (OAPKBCEF_00060)

putative ABC transporter ATP-binding protein YbiT (OAPKBCEF_00063)

‘ 1S1380 family transposase ISBaov1 (OAPKBCEF_00055)

64 62 59 58 5756 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (OAPKBCEF_00054)

D5 — D —@-O-EEEHO)- DD -@EHTD

I
IMGPR_plasmid_2574180082_000001 40300:53710(-)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (PFLBFDKI_00045)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (PFLBFDKI_00044)
putative ABC transporter ATP-binding protein YbiT (PFLBFDKI_00047)
‘ 151380 family transposase ISBaov1 (PFLBFDKI_00039)
46 43 42 4140 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (PFLBFDKI_00038)

IMGPR_plasmid_3300029752_000081 29065:40919(-)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (KBFCGIOE_00003)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (KBFCGIOE_00004)
putative ABC transporter ATP-binding protein YbiT (KBFCGIOE_00001)
‘ 1S1380 family transposase ISBaov1 (KBFCGIOE_00010)
2 5 6789 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (KBFCGIOE_00011)

IMGPR_plasmid_3300029407_000074 299:12153(+)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (HLEEIKDF_00063)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (HLEEIKDF_00062)
151380 family transposase 1SBaov1 (HLEEIKDF_00057)
64 61 60 5958 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (HLEEIKDF_00056)

IMGPR_plasmid_3300029764_000082 43178:54054(-)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (JPPJJJMI_00043)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (JPPJJJMI_00042)
‘ 151380 family transposase ISBaovi1 (JPPJJJMI_00037)
41 40 3938 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (JPPJJJMI_00036)

D —@- @ EHT- D @THED

I
IMGPR_plasmid_3300029406_000049 28452:38833(-)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO012223.0) (KJFABCOI_00061)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (KJFABCOI_00060)

Sal family ABC-F type ribosomal protection protein (NFO00169.2) (KJFABCOI_00063)

151380 family transposase 1ISBaov1 (KJFABCOI_00055)

59 58 5756 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (KJFABCOI_00054)

64 62 ‘

IMGPR_plasmid_3300029393.000119 41126:54449(-)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO012223.0) (FNHKCJNF_00059)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (FNHKCJNF_00058)
putative ABC transporter ATP-binding profein YbiT (FNHKCJNF_OOOél)
‘ 151380 family transposase ISBaov1 (FNHKCJNF_00053)
6463 62 60 57 56 5554 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (FNHKCJNF_00052)

IMGPR_plasmid_3300029788_.000086 38619:53382(-)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO012223.0) (JPEBHOHG_00067)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (JPEBHOHG_00066)
Sal family ABC-F type ribosomal protection protein (NFO00169.2) (JPEBHOHG_00070)
macrolide efflux MFS transporter Mef(A) (NFO00245.1) (JPEBHOHG_00071)
‘ 151380 family transposase ISBaov1 (JPEBHOHG_00061)
65 64 6362 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (JPEBHOHG_00060)

‘ 69 68

IMGPR_plasmid_3300039380_000037 45993:59950(-)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (EENIJABM_00058)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (EENIJABM_00057)
Sal family ABC-F type ribosomal protection protein (NF000169.2) (EENIJABM_00060)
macrolide efflux MFS transporter Mef(A) (NFO00245.1) (EENIJABM_00061)

1S1380 family transposase 1S612 (EENIJABM_00062) 151380 family transposase ISBaov1 (EENIJABM_00052)
63 \ \ 59 56 55 5453 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (EENIJABM_00051)
D H & EE—
IMGPR_plasmid_3300014791 000034 36922:53175(-)
23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (ODOAOEPA_00005)
2—meth0xy—6—polyprenyl—1,4-ben;oquino| methylase, mitochondrial (ODOAOEPA_00006)
Sal family ABC-F type ribosomal pro‘tection protein (NFO00169.2) (ODOAOEPA_00002)
macrolide efflux MFS transporter Mef(A) (NFO0b245.1) (ODOAOEPA_00001)
151380 family transposase 1ISBaovl (ODOAOEPA_00012)
34 7 8 91011 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (ODOAOEPA_00013)
IMGPR _plasmid_3300039378 000062 287:14244(+)
23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (BBBEPDBE_00004)
2—methoxy—6—po|ypreny|—1,4-bepzoquinol methylase, mitochondrial (BBBEPDBE_00005)
Sal family ABC-F type ribosomal prqtection protein (NFO00169.2) (BBBEPDBE_00002)
macrolide efflux MFS transporter Mef(A) (NFO00245.1) (BBBEPDBE_00001)
151380 family transposase ISBaov1 (BBBEPDBE_00011)
3 ) 7 8 910 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (BBBEPDBE_00012)

IMGPR_plasmid_3300029494 000114 117:14073(+)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO012223.0) (FNLGEMNH_00003)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (FNLGEMNH_00004)

Sal family ABC-F type ribosomal protection protein (NFO00169.2) (FNLGEMNH_00001)

151380 family transposase ISBaov1 (FNLGEMNH_00010)

2 5 6789 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (FNLGEMNH_00011)

OO —@ O EEEH O - CEHTD

——
IMGPR_plasmid_3300023493_.000098 103:12539(+)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO012223.0) (JJLLKFBO_00006)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (JJLLKFBO_00007)
Sal family ABC-F type ribosomal protection protein (NF000169.2) (JJLLRFBO_OOOO4)
macrolide efflux MFS transporter Mef(A) (NF000245.1) (JILLKFBO_00003) IS1380 family transposase ISBaov1 (JJLLKFBO_00013)

Efflux pump membrane transporter BepG (JJLLKFBO_00001) 10
AdeFGH efflux pump (VF0504) (JJLLKFBO_00002) 5 \ 8 9 T 1112 lutamine--fructose-6-phosphate aminotransferase [isomerizing] (JJLLKFBO_00014)

ESED{ O DD — DD —@ - @EEHD) @ HED

I I
IMGPR_plasmid_3300029334_000085 9:16550(+)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO012223.0) (FBCDHPMP_00006)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (FBCDHPMP_00007)
Sal family ABC-F type ribosomal protection protein (NF000169.2) (FBCDHPMP_00004)
multidrug efflux RND transporter permease subunit OgxB (NF000037.1) (FBCDHPMP_00001) Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (FBCDHPMP_00014)
151380 family transposase ISBaov1 (FBCDHPMP_00013)

magrolide efflux MFS transporter Mef(A) (NFO00245.1) (FBCDHPMP_00003) 10
AdeFGH efflux pump (VFO504) (FBCDHPMP_00002) | 5 | 8 9 [1112

o —
EE—
IMGPR_plasmid_3300029493 000107 45:18348(+)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (LHDGGHLN_00003)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (LHDGGHLN_00007)
‘ 151380 family transposase ISBaov1 (LHDGGHLN_00013)
AdeFGH efflux pump (VF0504) (LHDGGHLN_00002) 10
AcrAB (VF0568) (LHDGGHLN_00001) 45 6 8 9 T 1112 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (LHDGGHLN_00014)

[
IMGPR_plasmid_2919928152_000008 30:14904(+)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (EPHBAMKC_00058)
rRNA adenine N-6-methyltransferase (EPHBAMKC_00062)
151380 family transposase ISBaov1 (EPHBAMKC_00053)
151380 family transposase 1S612B (EPHBAMKC_00063)
| 6160 59 | 57 56 5554 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (EPHBAMKC_00052)

¢ H—D

IMGPR_plasmid_3300029028_000030 38708:51238(-)

23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (EDAAGKND_00068)
E—methoxy-é-polyprenyl-1,4—benzoquino| methylase, mitochondrial (EDAAGKND_00061)

Vat family streptogramin A O—acetyltransferasé (NFO00311.1) (EDAAGKND_00069)

multidrug efflux RND transporter permease subunit OqxB (NFO00037.1) (EDAAGKND_00071)

ISétIS famﬂy transposase 1SSwo2 (EDAAGKND_00065) Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (EDAAGKND_00055)
AdeFGH efflux pump (VF0504) (EDAAGKND_00070) 151380 family transposase ISBaov1 (EDAAGKND_00056)
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151380 family transposase 1ISBaov1 (LDDHHOPI_00007)
1 2 3 4 56 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (LDDHHOPI_00008)
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APH(3') family aminoglycoside O-phosphotransferase (NFO33068.1) (IHHCMJNF_00006)
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23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO12223.0) (GMAPLNIB_00002)
Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (GMAPLNIB_00015)
-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (GMAPLNIB_00009)
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23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NFO012223.0) (KDMOJNFH_00002)
E—methoxy—é—polyprenyl—1,4—benzoquino| methylase, mitochondrial (KDMOJNFH_00010)
rRNA adenine N-6-methyltransferase (KDMOJNFH_00003)
(L 151380 family transposase ISBaov1 (KDMOJNFH_00015)
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151380 family transposase ISBaov1 (MJLMLAFA_00003)
12 —r 4 Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (MJLMLAFA_00005)

G-d-@ D)o@ HED

—
IMGPR_plasmid_3300007296_000034 42:6446(+)

anti-CRISPR-Cas (AcrlIA9) (ABFACJAA 00004)
12 3 [56

@@ @E——E-aHTDb

—_— I
IMGPR_plasmid_3300029743_000061 214:7739(+)

k 8000 nt !

Defence Virulence Anti-defence AMR




