
IMGPR_plasmid_2905885049_000004 63:6583(+)

1
LexA repressor (BPKMEOPD_00002)

3

Putative defective protein IntQ (BPKMEOPD_00004)
putative oxidoreductase (BPKMEOPD_00005)

6 7

L-aspartate/glutamate-specific racemase (BPKMEOPD_00008)

9 10

IMGPR_plasmid_2937570898_000003 248:7085(+)

1 2
LexA repressor (FAPLLILF_00003)

4

Putative defective protein IntQ (FAPLLILF_00005)

putative oxidoreductase (FAPLLILF_00006)

IMGPR_plasmid_2905966976_000003 63:6163(+)

JPCOCLBO_00001
JPCOCLBO_00002
Putative defective protein IntQ (JPCOCLBO_00003)

putative oxidoreductase (JPCOCLBO_00004)

IMGPR_plasmid_2937650227_000005 103172:109461(-)

putative oxidoreductase (ANFBEMJO_00110)

Putative defective protein IntQ (ANFBEMJO_00111)
ANFBEMJO_00112
ANFBEMJO_00113

IMGPR_plasmid_2937561330_000005 221:6585(+)

LexA repressor (APFBEOMM_00001)
APFBEOMM_00002

Putative defective protein IntQ (APFBEOMM_00003)

putative oxidoreductase (APFBEOMM_00004)

IMGPR_plasmid_2921943832_000003 128:16539(+)

1
putative oxidoreductase (DHIEPHFG_00002)

tetracenomycin C efflux MFS transporter (NF000025.1) (DHIEPHFG_00003)

Glucose 1-dehydrogenase 2 (DHIEPHFG_00004)
HTH-type transcriptional regulator YofA (DHIEPHFG_00005)

6 7 8 9 10
KatA (VF0454) (DHIEPHFG_00011)

12 13

HTH-type transcriptional regulator PgrR (DHIEPHFG_00014)

putative oxidoreductase (DHIEPHFG_00015)

IMGPR_plasmid_2921961884_000004 98408:114819(-)

106107
KatA (VF0454) (OBBNLCMF_00108)

109110111112113

HTH-type transcriptional regulator YofA (OBBNLCMF_00114)
Glucose 1-dehydrogenase 2 (OBBNLCMF_00115)

tetracenomycin C efflux MFS transporter (NF000025.1) (OBBNLCMF_00116)

putative oxidoreductase (OBBNLCMF_00117)
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IMGPR_plasmid_2937655109_000003 108:16519(+)

1
putative oxidoreductase (FODMKOML_00002)

tetracenomycin C efflux MFS transporter (NF000025.1) (FODMKOML_00003)

Glucose 1-dehydrogenase 2 (FODMKOML_00004)
HTH-type transcriptional regulator YofA (FODMKOML_00005)

6 7 8 9 10
KatA (VF0454) (FODMKOML_00011)

12 13

IMGPR_plasmid_2903080973_000003 98407:114818(-)

107108
KatA (VF0454) (GKOCNNMJ_00109)

110111112113114

HTH-type transcriptional regulator YofA (GKOCNNMJ_00115)
Glucose 1-dehydrogenase 2 (GKOCNNMJ_00116)

tetracenomycin C efflux MFS transporter (NF000025.1) (GKOCNNMJ_00117)

putative oxidoreductase (GKOCNNMJ_00118)
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Virulence AMR


