
IMGPR_plasmid_2693429873_000002 401615:412696(+)

LOBGDDGN_00332
LOBGDDGN_00333

LOBGDDGN_00334

NAD(P) transhydrogenase subunit beta (LOBGDDGN_00335)
NAD(P) transhydrogenase subunit alpha (LOBGDDGN_00336)

LOBGDDGN_00337
LOBGDDGN_00338

2-iminobutanoate/2-iminopropanoate deaminase (LOBGDDGN_00339)

FAD-dependent catabolic D-arginine dehydrogenase DauA (LOBGDDGN_00340)

Solute-binding protein (LOBGDDGN_00341)

QnrA family quinolone resistance pentapeptide repeat protein (NF000071.4) (LOBGDDGN_00342)

IMGPR_plasmid_2894721945_000001 228932:241691(-)

FMN-dependent NADH-azoreductase (HNPOBCOM_00195)
putative HTH-type transcriptional regulator YahB (HNPOBCOM_00196)

HNPOBCOM_00198

IMGPR_plasmid_2841905807_000005 262160:274818(-)

CDEKIABJ_00203CDEKIABJ_00208CDEKIABJ_00209

IMGPR_plasmid_2744054491_000002 254717:268197(+)

FKKGJHJI_00229
putative HTH-type transcriptional regulator YahB (FKKGJHJI_00230)

FMN-dependent NADH-azoreductase (FKKGJHJI_00231)

IMGPR_plasmid_2744054493_000004 153495:166998(-)

FMN-dependent NADH-azoreductase (MIGEMIBF_00132)

putative HTH-type transcriptional regulator YahB (MIGEMIBF_00133)

MIGEMIBF_00134
MIGEMIBF_00135

IMGPR_plasmid_2615840717_000002 230894:244464(+)

PCBCOIFC_00206
PCBCOIFC_00207

PCBCOIFC_00208

IMGPR_plasmid_2744054495_000003 57651:70136(-)

PMPCIJGC_00052

IMGPR_plasmid_2744054496_000004 179356:191841(+)

JMPDPEJA_00169

5000 nt

AMR


