DNA topoisomerase 3 (NCMKILBG_00042)
NCMKILBG_00041

NCMKILBG_00040 NCMKILBG_00044
NCMKILBG_00039  NCMKILBG_00043

NCMKILBG_00049
NCMKILBG_00047
NCMKILBG_00046
NCMKILBG_00045 NCMKILBG_00048

PHEH

IMGPR_plasmid_3300006498_000028 25622:40845(+)

Modification methylase DpnlIB (LJEMLONK_00048)
LJEMLONK_00049

-

IMGPR_plasmid_3300008639_000013 30609:45830(+)

MEJBGDHI_00002
T MEJBGDHI_00001

IMGPR_plasmid_3300007204_000011 250:10012(-)

8 6 54 3 2 DarTG_DarG(NACJDPEJ_00001)

[ POEHH >{><:}-DDDDD

IMGPR_plasmid_3300008486_000022 572:14372(-)

tetracycline efflux ABC transporter Tet(46) subunit B (NFO00475.1) (FDONBKJA_00071)

Oligopeptide transport system permease protein OppC (FDONBKJA_00064)

Dipeptide transport system permease pmn DppB (FDONBKJA_00063)
Carboxy-S-adenosyl-L-methionine synthase (FDONBKJA_00061)
putative ABC transporter ATP-binding protein (FDONBKJA_00065)

3-carboxy-cis,cis-muconate cycloisomerése (FDONBKJAﬁOOOS‘?)

3-carboxy-cis,cis-muconate cycloisomerase (FDONBKJA_00057)

Periplasmic dipeptide transport protein (FDONBKJA_00062)

Glutamate dehydrogenase (FDONBKJALOOOSB)
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IMGPR_plasmid_3300008518_000041 37317:67775(+)

FbpABC (VF0272) (FDONBKJA_00069)
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66 67 | 69

Oligopeptide transport system permease protein OppC (LCLBGHIN_00009)

Dipeptide transport system permease protein DppB (LCLBGHIN_00010)
Carboxy-S-adenosyl-L-methionine synthase (LCLBGHIN_00012)
putative ABC transporter ATP-binding protein (LCLBGHIN_00008)

3-carboxy-cis,cis-muconate cyclmsomerése (LCLBGHIN_OOdl4)

3-carboxy-cis,cis-muconate cycloisomerase ( LC[BGHIN _00016)

Periplasmic dlpeptlde transport protein (LCLBGHIN_00011)

Glutamate dehydrogenase (LCLBGHIN_OOOlS
19 18 17 | | 13 | \
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IMGPR_plasmid_3300007968_000023 729:28223(-)

Oligopeptide transport system permease protein OppC (ONDICOEH_00054)
Dipeptide transport system permease priﬂ'gn DppB (ONDICOEH_00053)
Carboxy-S-adenosyl-L-methionine synthase (ONDICOEH_OOOSl)
putative ABC transporter ATP-binding protein (ONDICOEH_00055)

FbpABC (VF0272) (LCLBGHIN_00004)
5 [

7

3-carboxy-cis,cis-muconate cycloisomerése (ON DICOEH_OOO49)

3-carboxy-cis,cis-muconate cycloisomerase (ON‘DICOEI-:|_00047)
Periplasmic dipeptide tl‘*ansport protein (O
Glutamate dehydrogenase (ONDICOEH.00048)
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IMGPR_plasmid_7000000665_000024 28471:55409(+)
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