tetracycline resistance ribosomal protection protein (NF012153.1) (EPHIPMJE_00105)
Dipeptide transport system permease protein DppB (EPHIPMJE_00094)
putative ABC transporter ATP-binding protein YejF (EPHIPMJE_00096)

Alpha-galactosidase (EPHIPMJE_00100) Tail-specific protease (EPHIPMJE_00109)
/Alpha-galactosidase (EPHIPMJE_00097) [101 107 110 113
95 | 98 99 T 102 103 104 106 | 108 111112 [114115
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IMGPR_plasmid_2585427632_000005 109050:135279(+)

tetracycline resistance ribosomal protection protein (NF012153.1) (PJIAIELL_00089)
RosmerTA_RmrA_2634932349 (PJIAIELL_00091) 87
95 94 93 92 90 | 88[8s 85 79 77
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IMGPR _plasmid_2630968325_.000004 77965:103836(-)

tetracycline resistance ribosomal protection protein (NF012153.1) (PPLNPBBJ_00075)
Lamassu-Fam__LmuA_effector_Cap4_nuclease_ll (PPLNPBBJ_00074)
Lamassu-Fam__ LmuC_acc_Cap4_nuclease (PPLNPBBJ_00072)

Lamassu-Fam_ LmuB_SMC_Cap4_nucléase_|l (PPLNPBBJ_00071) 80 86
6970 |73 | | 76 77 78 79[ 8182 838485 [87 88

—— —
IMGPR_plasmid_2842192696_000006 68599:98652(+)

tetracycline resistance ribosomal protection protein (NFO12153.1) (DAEHNDLG_00110)
putative BsuMI modification methylase subunit YdiP (DAEHNBLG_OOlOS)
Very short patch repair protein (DAEHNDLG_00106)
Adenosine deaminase (DAEHNDLG_00103) Ribonuclease VapC32 (DAEHNDLG_00111)

104 107 108109 | [ Antitoxin VapB32 (DAEHNDLG_00112)

IMGPR_plasmid_2721755684_000004 109751:135801(+)

tetracycline resistance ribosomal protection protein (NF012153.1) (OHEPOACL_00312)
Ribonuclease VapC32 (OHEPOACL_00313)
309 310 311 | [ Antitoxin VapB32 (OHEPOACL_00314)
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IMGPR_plasmid_2609460209_000011 330613:350940(+)

tetracycline resistance ribosomal protection protein (NFO012153.1) (IMDFDJLG_00103)
IMDFDJLG_00099
IMDFDJLG_0010!
IMDFDJLG_00101 | IMDFDJLG_00104
OO KK &+ 10k HOEAEK

IMGPR_plasmid_2718218232_000004 109504:128629(+)

tetracycline resistance ribosomal protection protein (NFO12153.1) (AFHIGFHM_00160)
Gao_let__letA (AFHIGFHM_00158)
AFHIGFHM_00157 | AFHIGFHM_00161
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IMGPR_plasmid_2791355262_000021 175393:194604(+)

tetracycline resistance ribosomal protection protein (NF012153.1) (MGKPBKCA_00139)
Deoxyguanosinetriphosphate triphosphohydrolase-like protein (MQKPBKCA_00134)
N—glycosylase/DNA lyase (MGKPBKCA_00135)

Dpd_ ' QueC (MGKPBKCA_00138)
136
131 132133 ‘ T 137 ‘ Ribonuclease VapC32 (MGKPBKCA_00140)

IMGPR_plasmid_2838048938_.000014 142559:165181(+)

tetracycline resistance ribosomal protection protein (NF012153.1) (CMHEOLDN_00109)
Lamassu-Fam__ LmuA _effector_Mrr (CMHEOLDN_00105)
Lamassu-Fam__LmuC_acc_Mrr (CMHEOLDN_00106)
Lamassu-Fam__LmuB_SMC_Mrr (CMHEOLDN_00107)
Ribonuclease VapC32 (CMHEOLDN_00110)
Antitoxin VapB32 (CMHEOLDN_00111)
108 | [T 116

N
IMGPR_plasmid_2718218233.000004 112679:134014(+)

tetracycline resistance ribosomal protection protein (NFO12153.1) (ELLBMHPC_00111)
5'-methylthioadenosine/S-adenosylhomocysteine nucleosidase (ELLBMHPC_00108)
Ribonuclease VapC32 (ELLBMHPC_00112)

104 105 106 107 110 115

IMGPR_plasmid_642555152 000003 111052:134426(+)

tetracycline resistance ribosomal protection protein (NF012153.1) (MECAALCG_00125)
ATP-dependent zinc metalloprotease FtsH (MECAALCG_00123) MECAALCG_00128
MECAALCG 00126
MECAALCG 00124 | | MECAALCG_00129
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IMGPR_plasmid_2933599457_000003 132921:152100(+)

tetracycline resistance ribosomal protection protein (NF012153.1) (MADHIADK_00126)
ATP-dependent zinc metalloprotease FtsH (MADHIADK_00124)
MADHIADK 00127
MADHIADK 00125 | [ 1] MADHIADK_00130
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IMGPR _plasmid_2842422224 000004 132922:152101(+)

tetracycline resistance ribosomal protection protein (NFO12153.1) (IGAGFGKA_00110)
106 107 108 109 111
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IMGPR _plasmid 2721755823 000004 114178:137921(+)

tetracycline resistance ribosomal protection protein (NF012153.1) (GCGLIOFJ_00340)
Lamassu-Fam__LmuA _effector_Cap4_nuclease_ll (GCGLIOFJ_00339)
Lamassu-Fam_ LmuC_acc_Cap4_nuclease (GCGLIOFJ_00338)
Lamassu—Fam_LmuB_SMC_Cap4_nucIﬁe7ase‘_II (GCGLIOFJ_00337)

Ribonuclease VapC32 (GCGLIOFJ_00341)
Septu_PtuA_2 (GCGLIOFJ_00335) 336 | T Antitoxin VapB32 (GCGLIOFJ_00342)

IMGPR _plasmid_2838061910_.000015 356578:379461(+)

tetracycline resistance ribosomal protection protein (NFO12153.1) (BCEJNPCC_00111)
Sulfur carrier protein TusA (BCEJNPCC_00106) Ribonuclease VapC32 (BCEJNPCC_00112)
Dnd_DndD (BCEJNPCC_00108)
102 103 104 ‘ 106 108 109 Antitoxin VapB32 (BCEJNPCC_00113)

IMGPR_plasmid_2721755556_000004 110003:135654(+)

tetracycline resistance ribosomal protection protein (NF012153.1) (FJFGBAIK_00196)
Antitoxin VapB32 (FJFGBAIK_00195)
FJFGBAIK_00193

| FJFGBAIK 00192

{-HEEEIHHEHEEEEd

IMGPR_plasmid_2842311132_000020 191160:201964(-)

JFNGGEGA 00222
| JENGGEGA 00223
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IMGPR_plasmid_2738541346_000019 248292:259024(+)

D-galactonate dehydratase family member (BNCMMLDE_00112)

D-galactonate dehydratase (BNCMMLDE_00113)

BNCMMLDE_00111

BNCMMLDE_00110 BNCMMLDE_00118 BNCMMLDE_00119

IMGPR_plasmid_2872747094_000004 129435:146711(+)

tetracycline resistance ribosomal protection protein (NFO12153.1) (CKOFAEAL_00117)
1S66 family transposase ISRel19 (CKOFAEAL_00102)
1S5 family transposgse ISRel13 (CKOFAEAL_00101)
1S66 family transposase ISCARN48 (CKOFAEAL_00103)

3',5'-cyclic adenosine monophosphate phosphodiesterase CpdA (CKOFAEAL_00118) 108 IS5 family transposase ISRel13 (CKOFAEAL_00100)
1S5 family transposase ISRel13 (CKOFAEAL_00120) 115 112 110 107 105 98 96
1S5 family transposase I5Rel13 (CKOFAEAL_00119) 116[114 113 [111] 109| 106 [104 99 197] 95 9493

IMGPR _plasmid_2775507240_000004 85555:121228(-)
1 234 56 7

IMGPR_plasmid_2842317721_000020 102:10803(+)

tetracycline resistance ribosomal protection protein (NF012153.1) (ABMEHFMD_00369)
Putative mycofactocin radical SAM maturase MftC (ABMEHFMD_00363)
Alpha-galactosidase (ABMEHFMD_00361)
‘ 365 370 372 374 376 381383 385

360 364 366 367 368 Ja71] 373 37571 377 378379 380 382 384 386

IMGPR_plasmid_2842489311 000013 375471:412540(+)
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