PRK|PRK13752.1: Hg(lIl)-responsive transcriptional regulator (NFO10315.0) (HKNIHGNB_00005)
Biosynthetic peptidoglycan transglycosylase (HKNIHGNB_00010)
Enterobactin exporter EntS (HKNIHGNB_00008)

Maltooligosyl trehalose synthase (HKNIHGNB_00007) Peptide methionine sulfoxide reductase MsrA (HKNIHGNB_00012)
SigH (VF‘ 296) (HKNIHGNB_00003) HKNIHGNB_00014
Copper exporter (VF0849) (HKNIHGNB_00006) HKNIHGNB_00013

HKNIHGNB_00004 | HKNIHGNB.00009  Alpha-2-macroglobulin (HKNIHGNB_00011) | | | HKNIHGNB_ 00015

K &K K

IMGPR_plasmid_2718217882_000004 1600:19642(+)

:

Enterobactin exporter EntS (HCHGGNOK_00008) HCHGGNOK_00009 Peptide methionine sulfoxide reductase MsrA (HCHGGNOK_00012)
IMGPR_plasmid_2721755810.000004 1600:19642(+)
Enterobactin exporter EntS (EOHJNKMJ_00008) EOHJNKMJ_00009 EOHJNKMJ_00012 Peptide methionine sulfoxide reductase MsrA (EOHJNKMJ_00013)

GPR _plasmid_2728369397_000005 1600:19642(+)
Enterobactin exporter EntS (PONKLDJO_00053) PONKLDJO_00054

mPpr\asmid727913552647000014 48164:66226(+)
PJIAIELL_00200 PJIAIELL_00195 Peptide methionine sulfoxide reductase MsrA (PJIAIELL_00191)

IMGPR_plasmid_2630968325_.000004 199087:217359(-)

AFHIGFHM_00054

HOHL K K H >&D

IMGPR_plasmid_2791355262_000021 52561:70921(+)

é

OatA (VF0441) (PJOLAJDE_00008)
PJOLAJDE_00010
PJOLAJ DE_OOOO§ Exopolysaccharide glucosyl ketal-pyruvate-transferase (PJOLAJDE_00011)

TMGPR_plasmid 2721755685 000004 1597:23584(+)
1S66 family transposase ISRel19 (MCHNMDPL_00183)
1S66 family transposase ISCARN48 (MCHNMDPL_00184)
OatA (VF0441) (MCHNMDPL_00186)
185 187 188 Exopolysaccharide glucosyl ketal-pyruvate-transferase (MCHNMDPL_00189)

GPR_plasmid_2852395405_000004 191198:216025(+)

OatA (VF0441) (MECAALCG_00026)
MECAALCG_00028
MECAALCG_00027 Exopolysaccharide glucosyl ketal-pyruvate-transferase (MECAALCG_00029)

XX K KO L X ( HCH

GPR_plasmid_2933599457_000003 19825:41812(+)

OatA (VF0441) (MADHIADK_00026)
MADHIADK_00028
MADHIADK_OOOZ? Exopolysaccharide glucosyl ketal-pyruvate-transferase (MADHIADK_00029)

MPR_p\asm'\d_2842422224_000004 19825:41812(+)
CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (JFNGGEGA_00117)
Peptide methionine sulfoxide reductase MsrA (JFNGGEGA_00112) Quinolone resistance transporter (JFNGGEGA_00118)
JFNGGEGA 00113 HTH-type transcriptional regulator RafR (JFNGGEGA_00119)
e ————————————

IMGPR _plasmid_2738541346_000019 115952:136070(+)
Peptide methionine sulfoxide reductase MsrA (IMDFDJLG_00010)

& K K K HEEHDA{A X

IMGPR_plasmid_2718218232_000004 2627:22743(+)
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