Tyrosine recombinase XerC (HABMCEFI_00052)
HABMCEFI_00057
HABMCEFI_00055
HABMCEFI 00054

L TCL HABMCEFI_00058
HABMCEFI|_00053

| HABMCEFI_00056 HABMCEFI_00059

IMGPR _plasmid_2734482776_000007 35928:43107(+)
AFADCEPJ_00057
AFADCEPJ_00058
IMGPR_plasmid_2737471860_000010 35928:39867(+)
6 5 4 3 2 15110 family transposase 1S4321L (JKGIFNEA_00001)

IMGPR_plasmid_2558860434_000004 126:11110(-)

57 58 59 60 61 15110 family transposase 1S4321L (CFPEDHLM_00062)

{3

IMGPR_plasmid_2609460023_.000003 35910:46893(+)

MCCABGKA_00003
MCCABGKA_00004
|  MCCABGKA 00002  MCCABGKA_00001

IMGPR_plasmid_2609459946_000003 149:8713(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (BIMPNJGH_00006)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (BIMPNJGH_00002)
mercury resistance co-regulator MerD (NF033783.1) (BIMPNJGH_00003)
mercuric transport protein MerT (NF033560.1) (BIMPNJGH_00007)
organomercurial lyase MerB (NFO33555.1) (BIMPNJGH_00004)
ISL3 family transposase 1SStma11 (BIMPNJGH_00008)
15110 family transposase 154321R (BIMPNJGH_00009)
Mercuric reductase (BIMPNJGH_00005)
14 13 12 11 10 | | ] | ] 12

CAHDX

IMGPR_plasmid_2740892416_000002 180:16831(-)

TIGRFAMs: mercury resistance system periplasmic bmdlng protein MerP (TIGR02052.1) (MIAJHLHD_00065)
PRK|PRK13747.1: broad- spectrum mercury transporter MerE (NF010310.2) (MIAJHLHD_00069)
mercury resistance co-| regulator MerD ) (NFO33783.1) (MIAJHLHD_00068)
mercuric transport protein MerT (NF033560.1) (MIAJHLHD_00064)
organomercurial lyase MerB (NFO33555.1) (MIAJHLHD_00067)
ISL3 family transposase 1SStma11 (MIAJHLHDT@OZS@
15110 family transposase 15432 1R (MIAJHLHD_00062)
Mercuric reductase (MIAJHLHD 00066)
57 58 59 60 61 | | |] | || 70
CIAHDK
IMGPR _plasmid_2734482777_000012 35928:52579(+)
TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (BJEFIMMA_00007)
PRK|PRK13747.1: broad—s&ectrum mercury transporter MerE (NFO10310.2) (BJEFIMMA_00003)
mercury resistance co-regulator MerD (NF033783.1) (BJEFIMMA_00004)
mercuric transport protein MerT (NFO33560.1) (BJEFIMMA_00008)
organomercu%l‘lyase MerB (NF033555.1) (BJEFIMMA_00005)
ISL3 family transposase ISStma11 (BJEFIMMA_00009)
1S110 family transposase 15432 1R (BJEFIMMA_00010)
Mercuric reductase (BJEFIMMA_00006)
15 14 13 2 11 | ||| | || 2  156familytransposase 156100 (BJEFIMMA_ 00001)

O O AW §

IMGPR _plasmid_2740892425 000004 89:17133(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (NBKIEAIM_00064)
PRK|PRK13747.1: broad—spectrum mercury transporter MerE (NFO10310.2) (NBKIEAIM_00068)
mercury resistance co-regulator MerD (NF033783.1) (NBKIEAIM_00067)
mercuric transport protein MerT (NF033560.1) (NBKIEAIM_00063)
organomercurTat lyase MerB (NF033555.1) (NBKIEAIM_00066)
ISL3 family transposase ISStma11 (NBKIEAIM_00062)
1S110 family transposase 154321R (NBKIEAIM_00061)
Mercuric reductase (NBKIEAIM_00065)
57 58 59 60 A | ] 69

CAHDX

IMGPR _plasmid_2588253813_000006 35905:52556(+)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (HKGBBPNA_00065)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (HKGBBPNA_00069)
mercury resistance co-regulator MerD (NF033783.1) (HKGBBPNA_00068)
mercuric transport protein MerT (NFO33560.1) (HKGBBPNA_00064)
organomercurial lyase MerB (NF033555.1) (HKGBBPNA_00067)
ISL3 family transposase 1SStma11 (HKGBBPNA_00063)
15110 family transposase 1S4321R (HKGBBPNA_00062) \ (LPICR—PapR quorum sensing (VF0660) (HKGBBPNA_00070)
57 58 59 60 61 Meércuricredictase (HKGBBPNA 00066)

CAHDX HE——CE @ mmn D

—
IMGPR_plasmid_2778261315_.000007 35968:52406(+)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (OCJDBJNI_00065)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (OCJDBJNI_00069)
Mph(E)]Mph(G) family macrolide 2'-phosphotransferase (NFO00241.1) (OCJDBJNI_00074)
mercury resistance co-regulator MerD (NF033783.1) (OCJDBJNI_00068)
tetracycline efflux MFS transporter Tet(V) (NFO12178.0) (OCJDBJNI_00073)
mercuric transport protein MerT (NF033560.1) (OCJDBJINI_00064)
organomercurial lyase MerB (NFO33555.1) (OCJDBJNI_00067)
1SL3 family transposase 1SStma11 (OCJDBJNI_00063}
1S110 family transposase 154321R (OCJDBINI_00062)
| J 1S6 family transposase 156100 (OCJDBJNI_00071)

ercuric reductase (OCJDBJNI' 00066)
57 58 59 60 61 | | |] | || 70 72

O (O 9 Ao W1

IMGPR_plasmid_2778261197_000011 35976:56811(+)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CNEFKLMM_00066)
PRK|PRK13747.1: broad-sr%ctrum mercury transporter MerE (NFO10310.2) (CNEFKLMM_00070)
mercury resistance co-regulator MerD (NF033783.1) (CNEFKLMM_00069)
mercuric transport protein MerT (NF033560.1) (CNEFKLMM_00065)
organomercur?aﬁ (yase MerB (NF033555.1) (CNEFKLMM_00068)
ISL3 family transposase 1SStma11 (CNEFKLMM_00064)
15110 family transposase 15432 1R (CNEFKLMM_00063) \

‘ ‘ ‘ putative signaling protein (CNEFKLMM_00071)

57 58 59 60 61 62 Mercuricreductase (CNEFKLMM_00067) 72

IMGPR _plasmid_2579779146_000003 35909:53060(+)

Inner membrane ABC transporter permease protein YnjC (JGMDBKDL_00072)
HTH-type transcriptional repressor ComR (JGMDBKDL_00078)
Soluble pyridine nucleotide transhydrogenase (JGMDBKDL Ob069
(S)-2- haloaud dehalogenase 4A (JGM BKDL_00077)
Inner membrane protein YnjF (JGMDBKDL_00074)
HitABC (VF0268) (JGMDBKDL_00073) L
SigE (VF0295) (JGMDBKDL_00075)

15110 family transposase 154321R (JGMDBKDL_00062) Protein YnjB (JGMDBKDL 00071
57 58 59 6061 63 64 65 66 67 68 70 \ | 76 79 8081

IMGPR _plasmid_2737471852_000003 35917:63594(+)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (MAAEAJJK_00076)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (MAAEAJJK_00080)
PRK|PRK13752.1: Hg(Il)-responsive transcript‘ional regulator (NF010315.0) (MAAEAJJK_00074)
mercury resistance co-regulator MerD (NF033783.1) (MAAEAJJK_00079)
organomercurial transporter MerC (NFO33784.1) (MAAEAJJK_00077)
TIGRFAMs: mercur‘y(ll) reductase (TIGR02053.1) (MAAEAJJK_00078)
mercuric transport protein MerT ( NF033560 1) MAAEAJJK _00075) 1S21 family transposase 151326 (MAAEAJJK_00086)
putative signaling protein (MAAEAJJK_00081)
‘ —Fs family transposase 151353 (MAAEAJJK_00084)

‘ ‘ 82 83 85 | 87
IMGPR _plasmid_2585428013_000007 46679:64513(+)

H —-a
TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (PONCCCHI_00012)
PRK|PRK13747.1: broad- spe?trum mercury transporter MerE (NFO10310.2) (PONCCCHI_00008)
PRK|PRK13752.1: Hg(lIl)-responsive transcr|pt|ona| regulator(NF610315 0) (PONCCCHI_00014)
mercury re5|stance Co- regulator MerD (NF033783 1) (PONCCCHI_00009)
organomercurial transporter MerC (NFO33784 1) (PONCCCHI_00011)
TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (PONCCCHI_00010)
mercuric transport protein MerT (N#oésséo.ﬂ (PONCCCHI_00013) 1521 family transposase 1S1326 (PONCCCHI_00002)
putative signaling protein (PONCCCHI_00007)
‘ " 1S3 family transposase 151353 (PONCCCHI_00004)

IMGPR_plasmid_2563366764_000006 194:18028(-)

| 6 5 3 | 1
H —-a
TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CJMLOGJN_00076)
PRK|PRK13747.1: broad- spectrum mercury transporter MerE (NFO10310.2) (CJMLOGJN_00080)
PRK|PRK13752.1: Hg(lIl)-responsive transcr|pt|onal regulator(NF010315 0) (CJMLOGJIN_00074)
mercury reS|stance co regulator MerD (NF033783.1) (CJMLOGJIN_00079)
organomercurial transporter MerC (NF033784.1) (CJMLOGJN_00077)
TIGRFAMs: mercury(ll) redictase (TIGR02053.1) (CJMLOGJN_00078)
mercuric transport protein MerT NF033 560. 1} CJMLOGJN _00075) 1S21 family transposase 151326 (CJMLOGJN_00086)
putatlve sugnalmg proteln (CJMLOGJN_00081) sulfonamide-resistant dihydropteroate synthase Sul2 (NFO00295.1) (CJMLOGJN_00088)
‘ ‘ ‘ ~ 1S3 family transposase 151353 (CJMLOGJN_00084)

| 82 83 85 | 87
H =-&kE
IMGPR _plasmid 2609460259 000007 46679:65480(+)
TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (LKIOJOGO_00018)
quaternary ammonium compound efflux SMR transporter QackE (NF000276.2) (LKIOJOGO_00005)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (LKIOJOGO_00014)
PRK|PRK13752.1: Hg(ll)-responsive transcriptional regulator (NF010315.0) (LKIOJOGO_00020)
PSE family carbenicillin-hydrolyzing class A beta-lactamase (NFO00480.2) (LKIOJOGO_00001)
sulfonamide-resistant dihydropteroate synthase‘SuIZ (NF000295.1) (LKIOJOGO_00006)
mercury resistance co-regulator MerD (NF033783.1) (LKIOJOGO_00015) ‘
organomercurial transporter MerC (NF033784.1) (LKIOJOGO_00017) CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (LKIOJOGO_00003)
TIGRFAMs: mercury(l) reductase (TIGR02053.1) (LKIOJOGO_00016) ANT(9) family aminoglycoside nucleotidyltransferase (NF012212.1) (LKIOJOGO_00002)
mercuric transport protein MerT. NF033560 0 LKIOJC)GO _00019) 1521 family transposase 151326 LKIOJOGO oooos T |J
putatlve S|gnallng protem(LKIOJOGO 00013) typeBchIoramph%l O- acetyltransferase NFOOO4 ‘ ‘IOJOGO _00004)

i

IMGPR_plasmid_2563367059_000013 141:23574(-)

70 7172 73

18 1716 15

70 7172 73

1S3 family transposase 151353 (LKIOJOGO_00010) ‘

‘ ‘ 12 11 9 | 7
DDA

H
TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (FCGHGIPL_00006)
PRK|PRK13747.1: broad- spe?trum mercury transporter MerE (NFO010310.2) (FCGHGIPL_00002)
PRK|PRK13752.1: Hg(lIl)-responsive transcr|pt|ona| regulator (NF610315 0) (FCGHGIPL_00008)
mercury resnstance co regulator MerD (NF033783.1) (FCGHGIPL_00003)
organomercurial transporter MerC (NFO33784.1) (FCGHGIPL_00005)
mercuric transport protein MerT (NF033560.1) (FCGHGIPL_OOOO7)
TIGRFAMs: mercury(1l) reductase (TIGR02053.1) (FCGHGIPL_00004)
12 1110 9 TR | | putative signaling protein (FCGHGIPL_00001)

24 2322 21

IMGPR_plasmid_2548876782_000006 79:10607(-)

TIGRFAMs: mercury resistance system per|p|asm|c binding protein MerP (TIGR02052.1) (KGOIHOFF_00005)
PRK|PRK13752.1: Hg(ll)-responsive transcr|pt|ona| regulator (NFO10315.0) (KGOIHOFF_00007)
mercury resistance co- regulator MerD (NF033783.1) (KGOIHOFF_00002)
organomercurial transporter MerC (NF033784.1) (KGOIHOFF_00004)
mercuric transport protein MerT (NFO33560.1) (KGOIHOFF_00006)
TIGRFAMSs: mercury(Il] reductase (TIGR02053.1) (KGOIHOFF_00003)
11 109 8 I | PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NF010310.2) (KGOIHOFF_00001)

IMGPR_plasmid_2545824781_.000011 658:10482(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (NDPEKCAD_00007)
PRK|PRK13747.1: broad- spe&rum mercury transporter MerE (NFO10310.2) (NDPEKCAD_00003)
PRK|PRK13752.1: Hg(ll)-responsive transcr|pt|ona| regulator(NF610315 0) (NDPEKCAD_00009)
mercury reS|stance co regulator MerD (NF033783.1) (NDPEKCAD_00004)
organomercurial transporter MerC (NF033784.1) NDPEKCAD_OOOOé)
mercuric transport protein MerT (NF‘O%SéO 1) (NDPEKCAD_00008)
TIGRFAMs: mercury(ll) reductase (TIGR02053 1) (NDPEKCAD_00005)
putative signaling proteln (NDPEKCAD_00002)

12 1l10HH |1 1
)

IMGPR_plasmid_2852445699_000003 168:12053(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (MNGDGIGG_00070)
PRK|PRK13747.1: broad- spectrum mercury transporter MerE (NFO010310.2) (MNGDGIGG_00074)
PRK|PRK13752.1: Hg(ll)-responsive transcr|pt|ona| regulator (NFD10315.0) (MNGDGIGG_00068)
mercury re5|stance co regulator MerD (NF033783 1) (MNGDGIGG_00073)
organomercurial transporter MerC (NF033784.1) (MNGDGIGG_00071)
mercuric transport protein MerT (NF033560.1) (MNGDGIGG_00069)
Lipoprotein signal peptidase (MNGDGIGG_00076)
\ Copper exporter (VF0849) (MNGDGIGG_00077)
Mercuric reductase (MNGDGIGG_00072)
64 6566 67 N R | |75 | Mercuric resistance operon regulatory protein (MNGDGIGG_00078)

IMGPR _plasmid_2585428014_000006 40932:55035(+)

GGUIICB_00065
GGIJIIEB_00066
GGIJIICB_00064 GGIJIICB_00067

IMGPR_plasmid_2751185940_.000007 40963:46690(+)

DEDDh_I_II_IILIV_V_VI_1 (BNIGEPEK_00007)
BNIGEPEK_00001
BNIGEPEK 00002

0 O (O G G

—
IMGPR_plasmid_645058806_000002 25:4120(-)

Tyrosine recombinase XerD (CHPAMBON_00055)
CHPAMBON_00061
CHPAMBON_00056 "] CHPAMBON_00062

E<C@EdHDaEa

IMGPR_plasmid_2600255011_000003 36604:41346(+)
k 10000 nt 1
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