ATP-dependent zinc metalloprotease FtsH (LGEGNDAG_00046)
39 40 41 42 43 44 45 47 4849 50

IMGPR_plasmid_2585428015_000021 25305:32722(+)

ATP-dependent zinc metalloprotease FtsH (OJABLHGN_00005)
7 6 432 1

IMGPR_plasmid_2551306324_000001 42:7459(-)

ATP-dependent zinc metalloprotease FtsH (LKIOJOGO_00084)
82 83 858687 88 IS5 family transposase ISEc61 (LKIOJOGO_00089)

i{

IMGPR _plasmid_2563367059_000013 58375:66636(+)
ATP-dependent zinc metalloprotease FtsH (PONCCCHI_00077)

80
75 76 7879 | 81

IMGPR _plasmid_2563366764_000006 51495:58354(+)

ATP-dependent zinc metalloprotease FtsH (MAAEAJJK_00006)
1S3 family transposase ISEc52 (MAAEAJJK_00007)
12 11 10 9 8 5 4 3 2 1S5 family transposase ISEc61 (MAAEAJJK_00001)

[
i —

IMGPR_plasmid_2585428013_000007 106:11889(-)

Type IV secretion system protem virB8 (DONIPBJD_00046)
VirB type IV secretion system (VF0365) (DONIPBJD_00047)
ATP-dependent zinc metalloprotease FtsH (DONIPBJD_00037)
35 36 383940 41 4243 44 45

Protein virB10 (DONIPBJD_00048)

|
"

IMGPR_plasmid_2554235091_000003 16876:28630(+)

Type IV secretion system proteln virB8 (DPHGCCGF_00004)
VirB type IV secretion system (VF0365) (DPHGCCGF_00003)

ATP-dependent zinc metalloprotease FtsH (DPHGCCGF_00013) Protein virB10 (DPHGCCGF_00002)
15 14 121110 9 8 7 6 5 \ \ Type IV secretion system protein VirB11 (DPHGCCGF_00001)
I s gy S I I Y S T B R

IMGPR _plasmid_2724679212_000003 186:12977(-)

Type IV secretion system proteln virB8 (PKDLDGEB_00073)
VirB type IV secretion system (VF0365) (PKDLDGEB_00074)
Type IV secretion system protein VirB11 (PKDLDGEB_00076)
| PId (VF0491) (PKDLDGEB_00077)
ATP-dependent zinc metalloprotease FtsH (PKDLDGEB_00064) Protein virB10 (PKDLDGEB_00075)
62 63 656667 68 6970 7172 | | | | 78
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+

IMGPR_plasmid_2751185943_000008 43539:57788(+)

Type IV secretion system proteln virB8 (FGMCHJEB_00006)
VirB type IV secretion system (VF0365) (FGMCHJEB_00005)
Type IV secretion system protein VirB11 (FGMCHJEB_00003)
| ] Pld (VF0491) (FGMCHJEB_00002)
ATP-dependent zinc metalloprotease FtsH (FGMCHJEB_00015) Protein virB10 (FGMCHJEBLOOO&T
17 16 141312 11 109 8 7 | | \ | 1
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+

IMGPR_plasmid_2852071321_000003 111:14360(-)

Type IV secretion system proteln virB8 (MCCABGKA_00072)
VirB type IV secretion system (VF0365) (MCCABGKA_00073)
Type IV secretion system protein VirB11 (MCCABGKA_00075)
1S6 family transposase 1526 (MCCABGKA_00076)
| PId(VF0491) (MCCABGKA 00078)
ATP-dependent zinc metalloprotease FtsH (MCCABGKA_00063) Protein virB10 (MCCABGKA_00074)
61 62 646566 67 6869 7071 | | | | 77 1S6 family transposase 1526 (MCCABGKA_00079)

t
(

IMGPR_plasmid_2609459946_000003 42189:58017(+)

Type IV secretion system protein virB8 (BNIGEPEK_00072)
Type IV secretion system protein VirB11 (BNIGEPEK_00075)
VirB type IV secretion S\/stem (VF0365) (BNIGEPEK_00073) 151182 family transposase I1SYen4 (BNIGEPEK_00081)
ATP-dependent zinc metalloprotease FtsH (BNIGEPEK_00063) 1521 family transposase 1ISAs29 (BN IGEPEK_00078)
1S3 family transposase 1SVch4 (BNIGEPEK_00062) 1521 family transposase ISPpu?7 (BNIGEPEK_00077)

1S3 family transposase 155102 (BNIGEPEK_00061) Protein virB10 (BNIGEPEK_00074) Pld (VF0491) (BNIGEPEK_00079)
58 59 60 \ | 646566 67 6869 70 71 | | 1521 family transposase ISPpu7 (BNIGEPEK 00076) 80 | 82
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IMGPR_plasmid_645058806_000002 36713:56461(+)

Sporulation initiation inhibitor protein Soj (LKCBLCED_00003)
ATP-dependent zinc metalloprotease FtsH (LKCBLCED_00019) Nucleoid occlusion protein (LKCBLCED_00002)
21 20 1817 16 1514 13 12 11 0 9 87 6 5 4 ‘ 1

it
4

IMGPR_plasmid_2627854008_000006 49:16248(-)

1S6 family transposase §26 (DEIPOCAD_00072)
1S6 family transposase 1S15 (DEIPOCAD_00073)
| T DEIPOCAD_00074

IMGPR_plasmid_2675903580_000008 50601:53924(+)

1S6 family transposase 1526 (NLKLDINO_00071)

IMGPR_plasmid_2657245131_000008 50391:53069(+)
1S6 family transposase 1526 (JPLCIGDC_00060)

IMGPR_plasmid_2924653186_000004 41522:44335(+)

JNBMMJGH_00050
T JNBMMJGH_00051

IMGPR_plasmid_2582580915_.000002 33493:36662(+)

NPIEDFNB_00001
NPIEDFNB_00002

IMGPR_plasmid_2639763016_000012 63:3255(-)

NAD(+)--rifampin ADP-ribosyltransferase (NFO33144.1) (BKAAEJDO_00002)
BKAAEJDO_00008 CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (BKAAEJDO_00001)
BKAAEJDO_00003

'L

IMGPR_plasmid_2663763428_.000012 380:4769(-)

CMY-2 family class C beta-lactamase (NFO00191.1) (BBEDPAKK_00008)
Spermidine export protein MdtJ (BBEDPAKK_00010)
Outer membrane lipoprotein Blc (BBEDPAKK_00009)
151380 family transposase ISEcp1 (BBEDPAKK_00007)
1S6 family transposase 1526 (BBEDPAKK_00011) 6 5 4 3 2 1
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IMGPR_plasmid_648276656_000002 119:12019(-)

TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (GAHIGFOE_00066)
PRK|PRK13747.1: broad-spectrum mercury transporter MerE (NFO10310. 2) (GAHIGFOE_00070)
mercury resistance co-regulator MérD (NF033783.1) (GAHIGFOE 00069)
mercur|c transport protein MerT (NF033560.1) (GAHIGFOE_00065)
organomercurial lyase MerB (NF033555 1) ( GAHIGF6E00068)

1S6 family transposase 1526 (GAHIGFOE _ OOOOI)A SL3 family transposase ISStmall (GAHIGFOE_00064) Tyrosine recombinase XerC (GAHIGFOE_00053)
1S6 family transposase 1526 (GAHIGFOE_00072) 1S110 famllytransposase 1S4321R (GAHIGFOE_00063) 56
| 71 Mercuric reductase (GAHIGFOE 00067) 62 61 60 59 58 57 [55 54

IMGPR_plasmid_2534682109_000005 1:3248(-), 36715:54327(-)
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