Fructose-1,6-bisphosphatase/inositol-1-monophosphatase (NHPHELJE_00359)
giminobutanoate/2—iminopropanoate degminase (NHPHELJE_00355)
Diaminobutyrate--2-oxoglutarate aminotransferase (NHPHELJE_00356)

Pectin degradation repressor protein Kdg:R (NHPHELJE_00358) Molybdenum cofactor guanylyltransferase (NHPHELJE_00365)
Gnt-ll system L-idonate transporter (NHPHELJE_00360) Putative metal chaperone YciC (NHPHELJE_00368)
357 | | 361 362 Beta-galactosidase (NHPHELJE 00363) 364 | 366 369
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Gnt-ll system L-idonate transporter (NNFCLIIN_00360)

IMGPR_plasmid_2609460336_000002 421422:444312(+)

358 360 Beta-galactosidase (NNFCLIIN_00362) 362 363 364
IMGPR_plasmid_2904991991 000002 415975:440514(+)
Gnt-II system L-idonate transporter (MABODCEH_00291) 286
290 Beta-galactosidase (MABODCEH_00289) 288 287 T@S 284283
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putative oxidoreductase (NHBFEKPJ_00085)
NHBFEI(L’J_OOOBE

IMGPR_plasmid_2728369535_000003 336415:361684(-)

IMGPR_plasmid_3300026957_000243 103230:117317(-)
putative oxidoreductase (KLOHCAJI_00086)
KLOHCAJI_00087
IMGPR _plasmid_2537561864_000003 101807:115807(-)

Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (JJEIGHNL_00248)
putative oxidoreductase (JJEIGHNL_00246) 15200/15605 family transposase ISHvo18 (JJEIGHNL_00240)

1S5 family transposase ISNpe19 (JJEIGHNL_00247) JJEIGHNL_00241

a@CCHEOE—C | D-@—DOaK HED{E A

]
IMGPR_plasmid_646564536_000003 287439:306480(-)

Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (NMDLHLHN_00272)
1S5 family transposase ISNpe19 (NMDLHLHN_00273)
putative oxidoreductase (NMDLHLHN_00274)

d@mo@a—@——@— - K HED{T A

IMGPR_plasmid_2529293123 000013 301382:320436(+)
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