2-iminobutanoate/2-iminopropanoate deaminase (MABODCEH_00188)
Trehalose-recycling ABC transporter (VF0842) (MABODCEH_00184)
Trehagse—recycling ABC transporter (VF0842) (MABODCEH_00183)
1S630 family trénsposase ISHsal10 (MABODCEH_00191)
2- dehydro 3- deoxygluconokmase (MABODCEH 00190)
N-succinyl-L- Arg/Lys racemase (MABODCEH 00186)
Glucose 1- dehydrogenase 2 (MABODCEH_00187)
KHG/KDPG aldolase (MABODCEH_00189)
‘ ‘ L-asparaginase 2 (MABODCEH_00193)

| 192 | 194

‘185‘

I
IMGPR_plasmid_2728369535_.000003 213174:226013(+)

Putative mycofactocin system creatinine amidohydrolase family protein MftE (NNFCLIIN_00071)
Trehalose-recycling ABC transporter (VFO842) (NNFCLIIN_00072)
Molybdenum cofactor guanylyltransferase (NNFCLIIN_00074)
BTacetyIchito‘bios‘e binding protein DasA (NNFCLIIN_00070)
‘ NNFCLIIN_00067

] NNFCLIIN_00066
— I
IMGPR_plasmid_2904991991 000002 82792:93989(-)

1S200/15605 family transposase ISHgil (NBDALNAJ_00338)
Ribonuclease J (NBDALNAJ_00341)
344 343342 340 339 337Tet(A)/Tet(B)/Tet(C) family tetracycline efflux MFS transporter (NFO12174.0) (NBDALNAJ_00336)

IMGPR_plasmid_2904983472_000004 379227:400578(-)

putative L-ascorbate-6-phosphate lactonase UlaG (NHPHELJE_00095)
Trk system potassium uptake protein TrkA (NHPHELJE_00092)
Trk system potaséium uptake protein TrkH (NHPHELJE_00093)
| Putative zinc metalloprotease Rip3 (NHPHELJE_00088)

Adaptive-response sensory-kinase SasA (NHPHELJE_00096) Wurenine formamidase (NHPHELJE_00085)
\ Hemolysin HlyA (VF0646) (NHPHELJE_00091)
Sensor histidine kinase ResC (NHPHELJE_00094) 84
100 99 98 97 | | | | | 90 89 87 86 8382 8180 79

IMGPR_plasmid_2609460336_000002 90539:132469(-)

[ 10000 nt i
Virulence AMR
I



