AAC(3)-1 family aminoglycoside 3-N-acetyltransferase (NFO33083.0) (ODKCOPNB_00108)
1S200/15605 family transposase ISEfa4 (ODKCOPNB_00100)
1S200/1S5605 family?ansposase ISEfa4 (ODKCOPNB_00103)
1S200/1S605 farﬁily transao?ase ISEfa4 (ODKCOPNB_00104)
Putative transposon Tn552 DNA-invertase bin3 (ODKCOPNB_00092) | T Replication initiation protein (ODKCOPNB_00107)
1S6 family transposase 1S1216E (ODKCOPNB_00094) Replication initiation protein (ODKCOPNB_OOlHST
| 93 95 96 97 9899 101102 | | | Bifunctional AAC/APH (ODKCOPNB_00109)
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IMGPR_plasmid_3300053491_ 047763 79454:89363(+)

1S200/1S605 family transposase ISEfa4 (KGOHILLI_00201)
15200/1S605 familyﬁransposase ISEfa4 (KGOHILLI_00203)
1S6 family transposase 151216E (KGOHILLI_00197)
Dipeptide-binding protein DppE (KGOHILLI_00193) 1S200/1S605 family transposase ISEfa4 (KGOHILLI_00204)
KGOHMOOi% 15200/15605 family transposase ISEfa4 (KGOHILLI_00202)

IMGPR_plasmid_3300053491 050537 190190:200833(+)

type A chloramphenicol O-acetyltransferase (NFO00491.1) (MKLFHGMK_00232)
1S200/1S605 family transposase ISEfa4 (MKLFHGMK_00008)
1S200/1S605 faHﬂy transposase ISEfa4 (MKLFHGMK_00004)
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IMGPR_plasmid_3300053491_050899 1:8746(-), 216231:218930(-)

1S200/1S605 family transposase ISEfa4 (DLDBJGAA_00060)
DLDBJGAA_00055 DLDBJGAA 00059 | DLDBJGAA_00062
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IMGPR_plasmid_3300053491_ 050188 48441:58656(+)

1S6 family transposase 151216V (OPKADAPK_00084)
1S6 family transposase ISS1W (OPKADAPK_00083)
OPKADAPK_00091 cas12f2_V-F_2 (OPKADAPK_00086) \ TOPKADAPK_00082
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PRK|PRK13752.1: Hg(lIl)-responsive transcriptional regulator (NFO10315.0) (LNBGNPLD_00045)
LNBGNPLD_00037
L LNBGNPLD_00035
LNBGNPLD_00039 LNBG F@,OOOC;@EZOO/I%OS family transposase ISEfa4 (LNBGNPLD_00034)
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