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Putative fimbrium anchoring subunit Fim4B (JBNGNFLA_00021)
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Sporulation initiation inhibitor protein Soj (ENOAHHME_00076)
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1S30 family transposase 154351 (AKPFHLKF_00016)
Tyrosine recombinase XerC (AKPFHLKF_00017)
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Tyrosine recombinase XerC (NMMJHPLK_00013)
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DNA primase TraC (LFPCMNFD_00080)
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Endoribonuclease MazF9 (LLEGGPDO_00007)
DNA-binding protein HU (LLEGGPDO_00005)
21 DNA-invertase hin (LLEGGPDO_00011)
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