BKC/GPC family carbapenem-hydrolyzing class A beta-lactamase (NF033626.2) (MOBJFJHB_00036)
PCP degradation transcriptional activation protein (MOBJFJHB_00038)
HTH-type transcriptional activator AmpR (MOBJFJHB_00037)
Quinolone resistance transporter (MOBJFJHB_00043)
D(-)-tartrate dehydratase (MOBJFJHB_00042)
Trehalose-6-phosphate synthase (MOBJFJHB_00035) MOBJFJHB_00041 ‘
‘ MOBJFJHB_00040 putative GST-like protein YibF (MOBJFJHB_00045)
MOBJFJHB_00034 MOBJFJHB_00039| | MOBJFJHB_00044 | macrolide hydrolase EstT (NFO41759.1) (MOBJFJHB_00046)

IMGPR_plasmid_2690315785_000001 32199:45921(+)

COOOJFBB_00143
COOOJFBB_00137 COOOJFBB 00142

0 A

IMGPR _plasmid_2924484564 000003 138514:151214(+)

HTH-type transcriptional regulator YjiE (BIJLONAF_00164) BIJLONAF_00168 BIJLONAF_00170
BIJLONAF_00163 BIJLONAF_00169
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IMGPR_plasmid_2648501645_.000004 151998:166982(+)

Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (DKMNKLHO_00070)
HTH-type transcriptional activator AmpR (DKMNKLHO_00076)
DKMNKLHO_00072
DKMNKLHO_00073
DKMNKLHO_00071 HTH-type transcriptional repressor ComR (DKMNKLHO_00069)
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IMGPR_plasmid_2675903586_000004 67855:83834(-)

MFNLDMDP_00421
MFNLDMDP_OO422T Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (MFNLDMDP_00419)
MFNLDMDP_00420
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IMGPR_plasmid_2645727681 000001 420255:435441(-)

LEBEMDAN_00197

LEBEMDAN_00198 Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (LEBEMDAN_00195)
LEBEMDAN_00204 LEBEMDAN_00196
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IMGPR_plasmid_2927986592_000002 205565:221546(-)

JLBFJBJD_00263
JLBFJBJD_00264 Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (JLBFJBJD_00261)
JLBFJBJD_00262
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IMGPR_plasmid_2871731064_000003 270294:285482(-)

FJLNDGAO_00557
FJLNDGAO_OOSSéT Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (FJLNDGAO_00559)
FJLNDGAO_00558
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IMGPR _plasmid_2821056566_000001 543664:557826(+)
CHEGHNKK_00170 Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CHEGHNKK_00173)
CHEGHNKK 00171
CHEGHNKK 00172
IMGPR _plasmid 2619619082 000003 166773:180940(+)

AANOHJHG_00367 Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (AANOHJHG_00370)
AANOHJHG 00369
AANOHJHG 00368 |
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IMGPR _plasmid_2645727744 000002 334334:348498(+)
EMPOABAI_00124 Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (EMPOABAI_00127)
EMPOABAI 00125
EMPOABAI_00126

IMGPR_plasmid_2847782834_000002 114040:128204(+)

ANIAJDMN_00047 Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (ANIAJDMN_00044)
ANIAJDMN_00046
ANIAJDMN 00045

IMGPR _plasmid_2731957702_000002 41681:55845(-)

Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (INIGLNIH_00428)
INIGLNIH_00425
INIGLNIH_ 00426
INIGLNIH_0042 INIGLNIH_00430
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IMGPR_plasmid_2876610501_000002 433615:447779(+)

MJEPEFFI_00367
MJEPEFFI_ 00368
MJEPEFFI_00366 ‘ T Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (MJEPEFFI_00369)
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IMGPR_plasmid_2876561215_.000002 349242:363405(+)

Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CFCALMGK_00485)
CFCALMGK_00487
CFCALMGK_00486 Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CFCALMGK_00480)
CFCALMGK_ 00488 | [ | CFCALMGK_00481
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IMGPR_plasmid_2617270728_000002 482161:498869(-)

ECNACBHI_00235
ECNACBHI 00234
ECNACBHI_ 00236 | | Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (ECNACBHI_00233)
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IMGPR_plasmid_2924489260_000002 250967:266152(-)

Anaerobic nitric oxide reductase transcription regulator NorR (JOHHFIJL_00427)
Myo-inositol 2-dehydrogenase (JOHHFIJL_00429)
2-oxo-tetronate isomerase (JOHHFIJL_00430)
D-xylose-proton symporter (JOHHFIJL_00428)
JOHHFIJL_00424 | | | Xylitol-binding protein (JOHHFIJL_00431)
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Anaerobic nitric oxide reductase transcription regulator NorR (DDAJIGAL_00372)
Myo-inositol 2-dehydrogenase (DDAJIGAL_00374)
2-oxo-tetronate isomerase (DDAJIGAL_00375)
| Xylitol-binding protein (DDAJIGAL_00376)
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Anaerobic nitric oxide reductase transcription regulator NorR (PEJNJMHG_00325)
D-xylose-proton symporter (PEJNJMHG_00323)
Myo-inositol 2—deﬁrogenase (PEJNJMHG_00322)
2-oxo-tetronate isomerase (PEJNJMHG_00321)

IMGPR_plasmid_2690315639_000002 419782:435313(+)

IMGPR _plasmid 2876605999 000001 368884:385512(+)

D-xylose-proton symporter (PEJNJMHG_00324) Putative alkyl/aryl-sulfatase YjcS (PEJNJMHG_00315)
Sigma L (VF0855) (PEJNJMHG_00332) 327326 | | | | Xylitol-binding protein (PEJNJMHG_00320) 314 313

—
IMGPR_plasmid_2716884865_000003 327868:349601(-)
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