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HTH-type transcriptional repressor ComR (FJLNDGAO_00560)

HTH-type transcriptional regulator YjiE (FJLNDGAO_00561)

D(-)-tartrate dehydratase (FJLNDGAO_00562)
Quinolone resistance transporter (FJLNDGAO_00563)
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putative GST-like protein YibF (FJLNDGAO_00566)
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2-hydroxy-6-oxononadienedioate/2-hydroxy-6-oxononatrienedioate hydrolase (AANOHJHG_00378)
Soluble epoxide hydrolase (AANOHJHG_00379)
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47 kDa outer membrane protein (PEJNJMHG_00312)
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Putative alkyl/aryl-sulfatase YjcS (PEJNJMHG_00315)
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47 kDa outer membrane protein (DDAJIGAL_00384)
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Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (CFCALMGK_00480)CFCALMGK_00481

Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (CFCALMGK_00485)

CFCALMGK_00486
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CFCALMGK_00488
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D-xylose-proton symporter (MPPHIKPG_00132)

Myo-inositol 2-dehydrogenase (MPPHIKPG_00133)

2-oxo-tetronate isomerase (MPPHIKPG_00134)
Xylitol-binding protein (MPPHIKPG_00135)
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Long-chain fatty acid transport protein (MPPHIKPG_00141)

AslA (VF0238) (MPPHIKPG_00142)

Anaerobic sulfatase-maturating enzyme (MPPHIKPG_00143)
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