Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (CFCALMGK_00029)
Aldehyde oxidoreductase FAD-binding subunit PaoB (CFCALMGK_00028)
Aldehyde oxidoreductase molybdenum-binding subunit PaoC (CFCALMGK_00027)
HTH-type transcriptional regulator PgrR (CFCALMGK_00030)
Iron/manganese transport (VF1116) (CFCALMGK_00035)
CFCALMGK_00031 CFCALMGK7000§4

| CFCALMGK 00033  putative periplasmic iron-binding protein (CFCALMGK_00038)

Molybdenum cofactor guanylyltransferase (CFCALMGK_00026) CFCALMGK_00032 | MntABC (VF0455) (CFCALMGK_00037) CFCALMGK_00039
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IMGPR_plasmid_2821051985_000003 94340:106699(-)
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IMGPR _plasmid_2767802444_000003 134582:146942(-)

HPAKPAJK_00281

HPAKPAJK_00282 putative two-component-system connector protein YcgZ (HPAKPAJK_00275)
HPAKPAJK_00283 \ HPAKPAJK_00280
IMGPR _plasmid_2767802446_000006 269111:282172(-)
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IMGPR _plasmid 2876605999 000001 293178:305548(-)
Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (OHLGILNH_00075)

Molybdenum cofactor insertion chaperone PaoD (OHLGILNH_00079) OHLGILNH_00072
putative protein (OHLGILNH_00080) OHLGILNH_00073 OHLGILNH_00071

IMGPR _plasmid_2847807205_000003 62105:75824(-)
Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (KDPEGJFG_00142)
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IMGPR _plasmid_2617271107_000002 142728:156447(+)

Aldehyde oxidoreductase molybdenum-binding subunit PaoC (PEJNJMHG_00400)
Metal-pseudopaline receptor CntO (PEJNJMHG_00396) PEJNJMHG_00401 Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (PEJNJMHG_00403)
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IMGPR _plasmid_2716884865_.000003 414281:430117(+)

Aldehyde oxidoreductase iron-sulfur-binding subunit PaoA (DCJBMICF_00342)
DCJBMICF_00340 DCJBMICF_00337
DCJBMICF_00338

AL

DCJBMICF_00339 |

( K K CHEEE@— @ K [ & 7

IMGPR_plasmid_2576861666_000003 333505:346860(-)
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