BDKGCHFP_00019
BDKGCHFP_00021
BDKGCHFP_00022
BDKGCHFP_00020
| [BDKGCHFP_00023 BDKGCHFP_00024

IMGPR _plasmid_3300035171_000009 9592:13550(+)
FIMKIKBC_00001

IMGPR _plasmid_3300047322_000156 46:4004(-)
ATP-dependent RecD-like DNA helicase (KGMLACGG_00001)

IMGPR_plasmid_3300046740_000023 49:5081(-)
ATP-dependent RecD-like DNA helicase (INDCKOBD_00024) INDCKOBD_00025

IMGPR_plasmid_3300047090_000013 10336:18031(+)

Siderophore-dependent iron uptake system (VF0738) (PNKCOMNK_00006)
Response regulator protein VraR (PN KCOMNK_00007)
ATP-dependent RecD-like DNA helicase (PNKCOMNK_00009) 8 \ 5 4 3 2 1

IMGPR _plasmid_3300035695_000021 22:13973(-)

Siderophore-dependent iron uptake system (VF0738) (KNFAEIFK_00006)
Response regulator protein VraR (KNFAEIFK_00007)
ATP-dependent RecD-like DNA helicase (KNFAEIFK_00009) 8 \ 5 4 3 2

-

IMGPR _plasmid_3300046782_000031 232:14435(-)

5000 nt 1
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