Retron_VI_HTH (FHNFIPID_00006)
FHNFIPID_00003FHNFIPID_00005

FHNFIPID_00002 FHNFIPID_00007
FHNFIPID_00001 [FHNFIPID_00004 | FHNFIPID_00008 FHNFIPID_00009 FHNFIPID_00010

IMGPR_plasmid_3300007297_000022 140:9346(+)

FPBHNMOI_00003
FPBHNMOI_00001
TFPBHNMOI_OOOOZ

D—@ D—O A HD

IMGPR _plasmid_3300014766_000011 35664(+)

1 2 3 4

5
D —@ B D—A A D

IMGPR_plasmid_3300006479_000017 17:10563(+) -

Pseudomonine (VF0936) (DHDHFNJO_00031)
30 29 28 27 26 25

-0 D - HE b D—O N D

IMGPR_plasmid_3300007194 000018 22540:33636(-)

putative HTH-type transcriptional regulator (PCLOLMFA_00001)
PCLOLMFA_00003
PCLOLMFA 00002

DD D-D—O N D

IMGPR_plasmid_3300007315_000022 9:8%1(*—)

putative ABC transporter ATP-binding protein (HBODGDNA_00033)
32 31 30 29 28 27 21

EHTD— - IS D DD N A

IMGPR_plasmid_3300008751_000008 21391:32026(-)

PPBDIJGE_00027
PPBDIJGE_00026

PPBDIJGE 00028 |  PPBDIJGE_00025 PPBDIJGE_00020
L0 oD DO O
IMGPR_plasmid_3300008099_000020 21825:28885(-)

1 2 3 4 5

[EDSE S D O—OC_ !

IMGPR_plasmid_3300008483_000024 2:7354(+)
LPS (VFO124) (NECIIEDN_00027)

29 28 26 25 20
IMGPR_plasmid_3300008128 000039 20437:33868(-) -
KKCODNPP_00005 Chromosome partition protein Smc (KKCODNPP_00011)
TﬁKCODNPP_OOOOé \ KKCODNPP_00013

\MGPR,D\asmid,330£07728,000011 1856:11459(+)

KGAKPKLD_00028
TKGAKPKLD_00027

CRPD—0 A b HDD

\MGPRip\asm‘\d73305086077000030 22057:31660(-)

IBAKBECI_00028
IBAKBECI 00029

ETRPD—5 N ba oD

\MGPR_p\asm'\d_3300$8498_000022 23716:33398(-)

MCGABEHC_00005
| MCGABEHC_00006

\MGPR?p\asm'\d7330000775_37000029 1643:11808(+)
Tagatose 1,6-diphosphate aldolase (OFENOEFK_00029)

Tagatose-6-phosphate kinase (OFENOEFK_00030)
OFENOEFK_00028

— — DD .

IMGPR_plasmid_3300007132_000008 22255:33865(-)

ODBGFFHO_00025
| ODBGFFHO_00024 ODBGFFHO_00020

PR y oD

IMG PR?p\asm'\d7647OO£2 5.000001 20601:28407(-)

LLAKFIMO_00003
LLAKFIMO 00002

T ORPD—o oD

\MGPR,p\asm'\d7330058954,000051 79:7638(+)

PBFDILPK 00025
‘| PBFDILPK_00024

CCOPPDD—0 b DD

\MGPRip\asmidJOOEOOS107000025 21964:29521(-)

GKNBECGN_00004
| GKNBECGN_00005

DD ! DD

\MGPR_p\asmid_3SOOOO86_82 000017 1272:8619(+)

MDKNONFB_00025
] MDKNONFB_00024

¥ e W W ! HOD

\MGPR?p\asm'\df3300008?07000005 20262:28142(-)

BIMLKCHD_00024
T BIMLKCHD_00023

i oD

\MGPR?p\asm'\d733000086_187000013 20265:28252(-)

LLFDCLCK_ 00004
| LLFDCLCK_00005

2 W I W DD

IMGPR_plasmid_3300014037 000022 638:8937(+)

FLFKJHDL_00003
| FLFKJHDL_00004 FLFKJHDL_00008

DD A HEDD

\MGPRJ:J\asmid73300008307000021 986:8286(+)

OMIPGGAG_00004
T OMIPGGAG_00005

ey Iy y DD

\MGPR_p\asm'\d_3300008ﬁ37000005 824:8805(+)

CPHMFMJD_00004

ETOB-{D—0) N P

IMGPR_plasmid_3300008480_000005 992:8798(+)

NLKHKFBI_00021

EETOE-D—O) i’ DD

\MGPR,p\asm'\d73300051247000033 18468:26163(-)
CNEHGKHH_00007

e W B ! oD

IMGPR_plasmid_3300007122_000001 3383:11192(+)

CNHJJJFM_00024

D0 N oD

\MGPR?p\asmid733000@1087000011 21215:29024(-)

FODMFJKC_00004
FODMFJKC 00003

DD N oD

IMGPR_plasmid_3300008714.000011 354:7932(+)

Manganese efflux system protein MneS (PPDDDHBI_00001)
PPDDDHBI_00002

O D— ) N A0

\MGPRip\asmid733OOOO93817000_017 230:8364(+)

HKHIAHDL_00005

HKHIAHDL_00004 HKHIAHDL_00008 HKHIAHDL_00012

\MGPR_p\asmid_64827539 000001 852:9431(+)
PFGBHGMA_00007 PFGBHGMA_00011 PFGBHGMA_00012

0-D—5 N 10D —0 )

\MGPR,p\asm'\d733owO7318,000016 493:10587(+)

KMGCKLBA_00007
KMGCKLBA_00011
KMGCKLBA_00008 KMGCKLBA_00012

— N T D AED-DETD

\MGPR?D\asm'\d]OO%OOOlB?OOOO13 2287:10602(+)

k 5000 nt i

Defence Virulence
N I



