
MGV-GENOME-0341129: 26,966-34,961 (+)

26 27 28 29 30
HEase_00016 homing (CDS_0031)

32 33 34 35 36

uvig_422785: 25,089-33,064 (-)

HEase_00016 homing (CDS_0049)

MGV-GENOME-0308711: 27,266-35,749 (-)

HNH endonuclease (CDS_0050)HEase_00016 homing (CDS_0054)

MGV-GENOME-0308255: 8,714-17,193 (+)

HEase_00016 homing (CDS_0014)

MGV-GENOME-0327945: 20,374-28,883 (-)

37HEase_00016 homing (CDS_0041)

MGV-GENOME-0307899: 15,103-23,573 (+)

HEase_00016 homing (CDS_0024)

uvig_168737: 8,447-16,927 (+)

HEase_00016 homing (CDS_0018) HEase_00016 homing (CDS_0022)

uvig_303788: 25,768-34,648 (-)

4548HEase_00016 homing (CDS_0052)

MGV-GENOME-0356223: 44,749-53,712 (+)

HEase_00016 homing (CDS_0047) 49

IMGVR_UViG_3300029732_000003|3300029732|Ga0245266_100246: 44,646-52,794 (+)

48

MGV-GENOME-0358169: 45,294-55,772 (+)

51 53

IMGVR_UViG_3300045988_019884|3300045988|Ga0495776_006113: 45,161-53,852 (+)

51

MGV-GENOME-0356771: 45,106-54,140 (+)

51 54

MGV-GENOME-0297750: 28,413-36,735 (+)

HEase_00016 homing (CDS_0038)

uvig_494166: 45,103-53,427 (+)

51

MGV-GENOME-0354613: 44,694-52,050 (+)

48

MGV-GENOME-0329874: 19,935-27,654 (-)

40

IMGVR_UViG_3300045988_060317|3300045988|Ga0495776_006053: 45,113-53,333 (+)

49

MGV-GENOME-0342147: 39,604-47,830 (+)

46

MGV-GENOME-0329604: 28,609-37,503 (+)

37 39

MGV-GENOME-0354891: 44,598-52,277 (+)

47 48

uvig_439308: 44,010-51,812 (+)

HNH endonuclease (CDS_0047)

uvig_105742: 44,868-53,550 (+)

48

MGV-GENOME-0335241: 25,383-34,066 (-)

52

MGV-GENOME-0347854: 44,136-52,804 (+)

46

IMGVR_UViG_3300045988_031468|3300045988|Ga0495776_006600: 43,606-52,655 (+)

44 49

MGV-GENOME-0329930: 25,463-34,010 (-)

53

MGV-GENOME-0309756: 14,167-22,699 (+)

21

MGV-GENOME-0298938: 7,513-15,673 (+)

16

MGV-GENOME-0291038: 28,850-37,016 (-)

57

uvig_570257: 2,451-11,017 (+)

9

MGV-GENOME-0343522: 27,366-35,778 (+)

27 32

IMGVR_UViG_3300045988_033999|3300045988|Ga0495776_005965: 45,273-53,817 (+)

51

MGV-GENOME-0315327: 31,247-39,662 (+)

40

MGV-GENOME-0326050: 23,870-32,438 (-)

4348

IMGVR_UViG_3300045988_029778|3300045988|Ga0495776_018790: 44,576-53,525 (+)

47 51

IMGVR_UViG_3300045988_018454|3300045988|Ga0495776_006060: 44,494-53,496 (+)

42 47

uvig_189548: 44,288-54,235 (+)

HNH endonuclease (CDS_0048) 51

MGV-GENOME-0344289: 44,549-54,155 (+)

50

MGV-GENOME-0341565: 30,200-40,237 (+)

38

uvig_223791: 20,889-29,453 (+)

23 28 29

uvig_475141: 18,336-26,699 (-)

32HNH endonuclease (CDS_0037)

MGV-GENOME-0315005: 8,055-20,189 (+)

9 tail fiber protein (CDS_0010) 15

IMGVR_UViG_3300029762_000001|3300029762|Ga0245183_100250: 44,817-52,846 (+)

49 52

MGV-GENOME-0342834: 27,634-35,682 (+)

HEase_00016 homing (CDS_0032)

IMGVR_UViG_3300045988_027825|3300045988|Ga0495776_096676: 45,421-53,168 (+)

51 56

MGV-GENOME-0353738: 44,037-51,842 (+)

47

MGV-GENOME-0357150: 44,537-53,042 (+)

50

IMGVR_UViG_3300045988_023767|3300045988|Ga0495776_030337: 44,902-52,851 (+)

49

IMGVR_UViG_3300029748_000001|3300029748|Ga0245205_1000267: 44,419-52,821 (+)

47

MGV-GENOME-0354471: 43,780-52,313 (+)

47 48

MGV-GENOME-0354485: 43,277-51,190 (+)

46

uvig_167491: 44,925-52,585 (+)

48

MGV-GENOME-0355146: 43,653-51,572 (+)

48 49

MGV-GENOME-0355410: 44,925-52,677 (+)

48 49

IMGVR_UViG_3300045988_028149|3300045988|Ga0495776_006246: 44,260-54,507 (+)

HEase_00016 homing (CDS_0049)

MGV-GENOME-0355010: 43,658-53,520 (+)

HEase_00016 homing (CDS_0047)

MGV-GENOME-0356776: 44,260-54,507 (+)

HEase_00016 homing (CDS_0049)

uvig_527648: 44,150-52,600 (+)

HEase_00016 homing (CDS_0047) 50 51

MGV-GENOME-0355031: 44,596-52,906 (+)

42 HEase_00016 homing (CDS_0046)

MGV-GENOME-0352889: 44,800-53,758 (+)

47 48 52 54

IMGVR_UViG_3300045988_046589|3300045988|Ga0495776_117851: 44,800-52,944 (+)

47 48

MGV-GENOME-0355760: 45,233-53,168 (+)

50 51

uvig_254896: 45,268-53,681 (+)

50 51

uvig_258603: 45,325-52,971 (+)

49

MGV-GENOME-0354189: 44,724-53,335 (+)

49 50

OTU_317: 44,229-53,401 (+)

49 50

IMGVR_UViG_3300014544_000002|3300014544|Ga0134429_100077: 44,887-59,131 (+)

48 49 51 53 56

IMGVR_UViG_3300045988_043550|3300045988|Ga0495776_116239: 45,435-58,654 (+)

HNH endonuclease (CDS_0052) 53 54 55 56 57

MGV-GENOME-0354026: 42,960-53,232 (+)

45 46 50 HNH endonuclease (CDS_0051)

uvig_112962: 44,243-54,535 (+)

50

IMGVR_UViG_3300045988_021102|3300045988|Ga0495776_006465: 44,390-54,091 (+)

49

IMGVR_UViG_3300039323_000023|3300039323|Ga0169852_00109: 44,561-53,728 (+)

50

uvig_166454: 43,344-52,811 (+)

47

MGV-GENOME-0357224: 44,585-54,988 (+)

HEase_00016 homing (CDS_0047) 48 50

IMGVR_UViG_3300014527_000036|3300014527|Ga0169738_100119: 44,687-55,035 (+)

50

OTU_279: 45,393-54,252 (+)

51 DNA polymerase (CDS_0053)

uvig_261507: 45,114-54,230 (+)

52 54

uvig_259224: 45,106-54,277 (+)

51

MGV-GENOME-0336894: 22,141-31,751 (+)

26

uvig_66941: 45,679-55,649 (+)

49 HNH endonuclease (CDS_0050)

IMGVR_UViG_3300045988_040897|3300045988|Ga0495776_096500: 45,106-55,201 (+)

50 HEase_00016 homing (CDS_0051)

MGV-GENOME-0356755: 44,713-54,702 (+)

49 HEase_00016 homing (CDS_0050)

MGV-GENOME-0342803: 27,714-36,297 (+)

34 35

MGV-GENOME-0354196: 45,280-52,233 (+)

50

uvig_67699: 45,163-53,856 (+)

50 DNA polymerase (CDS_0053)

IMGVR_UViG_3300045988_017175|3300045988|Ga0495776_019102: 45,409-54,413 (+)

50 51 52

MGV-GENOME-0356945: 45,409-54,413 (+)

50 51 52

uvig_248736: 44,943-53,566 (+)

50 DNA polymerase (CDS_0051)

uvig_143643: 44,885-52,934 (+)

49

uvig_537134: 27,473-38,941 (+)

32 33 34 HNH endonuclease (CDS_0035)

MGV-GENOME-0343189: 27,473-38,941 (+)

32 33 34 HNH endonuclease (CDS_0035)

MGV-GENOME-0352914: 44,902-56,026 (+)

47 48 49 50

MGV-GENOME-0294433: 27,958-36,589 (+)

39

IMGVR_UViG_3300045988_019808|3300045988|Ga0495776_008609: 43,612-52,101 (+)

HNH endonuclease (CDS_0048)

MGV-GENOME-0340864: 27,299-35,829 (+)

31

IMGVR_UViG_3300045988_036035|3300045988|Ga0495776_006571: 46,026-55,124 (+)

51

IMGVR_UViG_3300035647_000022|3300035647|Ga0134431_00239: 46,192-54,425 (+)

51

IMGVR_UViG_3300045988_023843|3300045988|Ga0495776_030380: 44,630-53,156 (+)

49

uvig_494543: 45,505-54,009 (+)

HEase_00016 homing (CDS_0049)

uvig_197983: 28,163-36,540 (-)

HEase_00016 homing (CDS_0056)

OTU_296: 44,769-53,204 (+)

DNA polymerase (CDS_0049) HEase_00016 homing (CDS_0050)

IMGVR_UViG_3300007714_000010|3300007714|Ga0105661_1000090: 45,280-53,734 (+)

50 HEase_00016 homing (CDS_0051)

uvig_223704: 45,573-53,647 (+)

50

MGV-GENOME-0356988: 47,206-55,746 (+)

51 52

IMGVR_UViG_3300045988_051018|3300045988|Ga0495776_059352: 45,990-55,724 (+)

53 HNH endonuclease (CDS_0054)

uvig_416209: 39,989-45,050 (+)

62

MGV-GENOME-0287300: 38,120-43,545 (+)

61

uvig_64416: 29,882-34,738 (+)

HEase_00016 homing (CDS_0051)

uvig_215961: 35,882-39,400 (-)

66

uvig_112846: 20,899-26,160 (+)

3132 33

uvig_96251: 112,230-121,559 (+)

129 HNH endonuclease (CDS_0132)

IMGVR_UViG_3300045988_035949|3300045988|Ga0495776_006449: 44,926-54,138 (+)

HNH endonuclease (CDS_0048) 51 54

MGV-GENOME-0352995: 44,326-53,518 (+)

49 53

5000 nt

DNA, RNA and nucleotide metabolism tail unknown function defence (PADLOC)


