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IMGVR_UViG_3300029342_000004(3300029342|Ga0243726_1000182:79,371-83,803 (+)
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MGV-GENOME-0334338:56,328-61,466 (+)
HNH endonuclease (CDS_0076)
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107

IMGVR_UViG_3300045988_037492|3300045988|Ga0495776_136942:78,308-82,335 (+)
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MGV-GENOME-0309222: 45,105-49,626 (+)
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uvig_41183:73,144-77,103 (+)

106

—
uvig 517294:79,737-83,719 (+)
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MGV-GENOME-0321872: 50,683-55,114 (+)
protease (CDS_0040) HNH endonuclease (CDS_0041)
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MGV-GENOME-4420953: 37,622-44,186 (+)
protease (CDS_0039) HNH endonuclease (CDS_0040)
N S N I
MGV-GENOME-0288485: 36,877-43,930 (+)

HNH endonuclease (CDS_0081)
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MGV-GENOME-0334275:56,262-61,436 (+)

HNH endonuclease (CDS_0042)
protease (CDS_0041)

—
MGV-GENOME-0292742:38,672-44,892 (+)
HNH endonuclease (CDS_0103)
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OTU_283:80,543-84,595 (+

HNH endonuclease (CDS_0002)
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MGV-GENOME-0298297: 35-4,086 (-)
HNH endonuclease (CDS_0072)
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MGV-GENOME-0303306: 42,484-47,627 (+)
MTase_lI_00164 Type (CDS_0106)
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IMGVR _UViG_3300045988 050947|3300045988|Ga0495776_096477:80,028-84,596 (+)
HNH endonuclease (CDS_0073) 75
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uvig_168737:43,372-48,521 (+)
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IMGVR_UViG_3300029762_000001|3300029762|Ga0245183_100250: 80,407-85,228 (+)
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uvig 186911:80,350-85,175 (+)
head maturation protease (CDS_0004)
111 portal protein (CDS_0002) 3
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IMGVR_UViG_3300029009_000001|3300029009|Ga0169675_100048:81,380-86,523 (+); 1-4,586 (+)
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MGV-GENOME-0355562:79,701-84,862 (+); 1-4,489 (+)
HNH endonuclease (CDS_0103)
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uvig_114496:79,389-84,575 (+); 1-4,489 (+)
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MGV-GENOME-0356281:80,934-85,546 (+); 1-4,489 (+)
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uvig 421864:79,977-85,089 (+); 1-4,489 (+)

HNH endonuclease (CDS_0103)
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IMGVR_UViG_3300045988_032484|3300045988|Ga0495776_008559: 79,253-84,394 (+); 1-4,489 (+)

HNH endonuclease (CDS_0107) 108

I E—— E— e W ]
uvig 465020:79,075-84,306 (+); 1-4,489 (+)

HNH endonuclease (CDS_0105)
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uvig 88763:79,222-84,325 (+); 1-4,489 (+)
HNH endonuclease (CDS_0106) 109 4

uvig_215586:80,295-85,494 (+); 1-4,997 (+)
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uvig 535218:80,691-84,671 (+); 1-4,998 (+)
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MGV-GENOME-0354455:79,741-83,679 (+); 1-4,997 (+)
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IMGVR_UVIG_3300045988_022079|3300045988|Ga0495776_006474:80,311-84,745 (+); 1-4,997 (+)
110 112
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MGV-GENOME-0356021:81,122-85,295 (+); 1-4,904 (+)
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MGV-GENOME-0354511:79,777-83,744 (+); 1-4,998 (+)
109 111 112

e e . E— — E—
IMGVR_UViG_3300045988_017081|3300045988|Ga0495776_008490: 79,006-84,142 (+); 1-4,997 (+)
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OTU_296:79,997-85,108 (+); 1-4,997 (+)
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IMGVR_UViG_3300045988_025292|3300045988|Ga0495776_008395: 78,653-83,797 (+); 1-4,997 (+)
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IMGVR_UViG_3300045988_022474|3300045988|Ga0495776_008551: 78,588-84,366 (+); 1-4,997 (+)
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IMGVR_UViG_3300045988_051328|3300045988|Ga0495776_136954:76,741-83,507 (+)

uvig_836042: 66,263-72,728 (+)
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uvig_336616:79,717-85,539 (+)
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uvig_217814:76,523-82,705 (+)
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MGV-GENOME-0341091:60,312-66,591 (+)
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IMGVR_UViG_3300029611_000004|3300029611|Ga0245149_100222: 78,614-85,153 (+)
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MGV-GENOME-0340404:59,692-65,916 (+)
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MGV-GENOME-0345222:65,356-71,066 (+)
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MGV-GENOME-0352663: 74,416-80,915 (+)
94 protease (CDS_0099)
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uvig 200438:70,938-76,724 (+)
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uvig 309840:59,415-64,065 (+)
47 48 49

MGV-GENOME-0310087:43,755-48,871 (+)
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MGV-GENOME-0354031: 76,905-83,065 (+)
91 HNH endonuclease (CDS_0092)

uvig 322748:61,638-68,406 (+)
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uvig_297741:60,522-66,888 (+)
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MGV-GENOME-0342279:62,099-67,792 (+)

protease (CDS_0101) HNH endonuclease (CDS_0102)
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IMGVR_UViG_3300045988_017047|3300045988|Ga0495776_096508: 77,674-84,654 (+)
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MGV-GENOME-0319499:48,224-52,841 (+)
108
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MGV-GENOME-0354657:79,310-83,919 (+)
76  HNH endonuclease (CDS_0077)
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MGV-GENOME-0327034:51,964-57,556 (+)
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IMGVR_UViG_3300045988_016705|3300045988|Ga0495776_096502: 77,881-84,634 (+)
protease (CDS_0071)

uvig_486191:59,211-65,415 (+)
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MGV-GENOME-0355359:77,913-84,653 (+)
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IMGVR_UViG_3300039323_000023|3300039323|Ga0169852_00109: 78,378-84,522 (+)
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uvig_504530: 64,885-71,095 (+)
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IMGVR_UViG_3300045988 039307|3300045988|Ga0495776_030388:78,176-84,381 (+)
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MGV-GENOME-0341525: 60,332-66,995 (+)
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|MGVR?UVIG?33000459657060315|3300045988\Ga04957767030246: 77,411-83,961 (+)
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IMGVR_UVIG_3300045988_025266|3300045988|Ga0495776_096504: 78,465-84,638 (+)
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MGV-GENOME-0341944: 60,778-67 432 (+)
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MGV-GENOME-0353236: 75,499-81,768 (+)
protease (CDS_0098)

uvig_1572:74,194-80,305 (+)
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MGV-GENOME-0318194:47,184-52,178 (+)
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IMGVR_UViG_3300045988_033949|3300045988|Ga0495776_006059: 79,715-85,542 (+); 1-4,489 (+)
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MGV-GENOME-0356204:80,819-85,473 (+); 1-4,489 (+)
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IMGVR_UViG_3300045988_034360|3300045988|Ga0495776_008421:77,393-83,916 (+); 1-4,489 (+)
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IMGVR_UViG_3300045988_046518|3300045988|Ga0495776_008355: 76,842-83,613 (+); 1-4,489 (+)
protease (CDS_0098)

uvig_198189:76,425-82,969 (+); 1-4,489 (+)
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MGV-GENOME-0356726:79,439-85,937 (+); 1-4,489 (+)
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uvig_563893:79,907-86,634 (+); 1-4,489 (+)
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MGV-GENOME-0354282:76,727-83,446 (+); 1-4,489 (+)
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MGV-GENOME-0353626:75,607-82,420 (+); 1-4,489 (+)
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MGV-GENOME-0353789:76,608-82,668 (+); 1-4,489 (+)
104

MGV-GENOME-0355946: 78,708-85,234 (+); 1-4,489 (+)
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IMGVR_UViG_3300045988_039310|3300045988|Ga0495776_008611:75,607-82,420 (+); 1-4,489 (+)
104

IMGVR_UViG_3300045988_011969|3300045988|Ga0495776_006590: 78,662-85,087 (+); 1-4,489 (+)
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MGV-GENOME-0354062:76,842-83,119 (+); 1-4,489 (+)
104
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IMGVR_UViG_3300045988_034338|3300045988|Ga0495776_008662:77,104-83,075 (+); 1-4,489 (+)
104

MG\/—GEN-OM E-0355085:78,741-84,329 (+); 1-4,489 (+)
107

uvig7527663: 77,303-83,524 (+); 1-4,489 (+)
104 protease (CDS_0110)
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IMGVR_UViG_3300045988_034578|3300045988|Ga0495776_006171:79,812-85,797 (+); 1-4,489 (+)
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MGV-GENOME-0296133:39,201-45,657 (+)
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MGV-GENOME-0356410:79,547-85,671 (+); 1-1,503 (+)
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MGV-GENOME-0349682:70,184-77,024 (+)
52 58 HNH endonuclease (CDS_0059)
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MGV-GENOME-0299887:39,813-46,589 (+)

protease (CDS_0077) HNH endonuclease (CDS_0078)
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104 HNH endonuclease (CDS_0105)
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IMGVR_UViG_3300045988_034013|3300045988|Ga0495776_005966: 78,517-85,298 (+); 1-4,489 (+)
92 97 98
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uvig_11126:69,666-75,838 (+)
103
96 97 102 | HNH endonuclease (CDS_0104)
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IMGVR_UViG_3300045988_031340|3300045988|Ga0495776_008427:77,460-83,940 (+); 1-4,489 (+)
105 HNH endonuclease (CDS_0106)

\MGVR_UmG_3300045988_028439|3300045988\Ga0495776_096599: 78,621-84,863 (+)
4000 nt i
DNA, RNA and nucleotide metabolism head and packaging other tail unknown function defence (DefenseFinder) defence (PADLOC)
I —_—




