
uvig_461281: 25,513-29,903 (+)

exonuclease (CDS_0048)
UvsX-like recombinase (CDS_0049)

single strand DNA binding protein (CDS_0050)

51 52 53 54

MGV-GENOME-0350219: 52,682-60,033 (-)

556061636465666768

IMGVR_UViG_3300045988_055920|3300045988|Ga0495776_019118: 52,064-60,344 (-)

HNH endonuclease
525761exonuclease (CDS_0062)63

IMGVR_UViG_3300045988_014060|3300045988|Ga0495776_030346: 52,296-61,165 (-)

58

uvig_355764: 51,613-62,007 (-)

5758

MGV-GENOME-0356755: 52,315-60,632 (-)

56

MGV-GENOME-0343194: 50,963-60,263 (-)

5662

MGV-GENOME-0308255: 16,446-25,209 (-)

24

uvig_197983: 21,786-30,537 (+)

HNH endonuclease (CDS_0050)

MGV-GENOME-0355571: 52,592-61,691 (-)

5662

IMGVR_UViG_3300045988_033978|3300045988|Ga0495776_008446: 51,055-59,985 (-)

555960

uvig_119052: 32,973-41,691 (-)

38SbcD-like subunit of palindrome specific endonuclease (CDS_0042)

uvig_171677: 51,056-60,034 (-)

56

IMGVR_UViG_3300045988_042569|3300045988|Ga0495776_008369: 50,083-59,047 (-)

54

MGV-GENOME-0325596: 14,656-23,894 (+)

38

MGV-GENOME-0309706: 16,741-25,861 (-)

19

uvig_114496: 51,369-60,561 (-)

5661

uvig_236140: 51,616-59,952 (-)

56

uvig_239232: 17,315-27,857 (-)

DNA polymerase (CDS_0022)2728

IMGVR_UViG_3300007975_000001|3300007975|Ga0114169_100051: 51,101-60,966 (-)

5455575864

MGV-GENOME-0355088: 51,049-59,959 (-)

5657

IMGVR_UViG_3300045988_039307|3300045988|Ga0495776_030388: 51,049-59,959 (-)

UvsX-like recombinase (CDS_0056)57

uvig_270444: 51,102-61,958 (-)

UvsX-like recombinase (CDS_0056)57HNH endonuclease (CDS_0058)

MGV-GENOME-0350902: 43,177-53,251 (-)

43

Draper_2018_SRR6914073_NODE_1_length_134112_cov_64.074737: 100,660-110,451 (-)

101105HNH endonuclease (CDS_0106)

uvig_1572: 50,735-60,123 (-)

57

MGV-GENOME-0354988: 48,128-60,449 (-)

55

IMGVR_UViG_3300045988_097169|3300045988|Ga0495776_059120: 51,670-61,733 (-)

exonuclease (CDS_0056)62

OTU_271: 52,812-63,495 (-)

58
HNH endonuclease (CDS_0059)

exonuclease (CDS_0060)

MGV-GENOME-0343999: 37,074-47,363 (-)

3940

MGV-GENOME-0341085: 34,339-43,501 (-)

41

MGV-GENOME-0328753: 3,513-12,460 (-)

8

MGV-GENOME-0343235: 34,266-43,161 (-)

42

IMGVR_UViG_3300045988_035900|3300045988|Ga0495776_048980: 48,359-57,208 (-)

54

MGV-GENOME-0354026: 51,084-60,074 (-)

58

uvig_338436: 53,737-62,896 (-)

58

uvig_486673: 52,257-61,199 (-)

61

MGV-GENOME-0318573: 19,777-29,324 (-)

29HNH endonuclease (CDS_0030)

MGV-GENOME-0333582: 28,607-38,033 (-)

HNH endonuclease (CDS_0034)

MGV-GENOME-0340919: 34,423-43,363 (-)

41

uvig_422785: 16,552-25,595 (+)

39

MGV-GENOME-0341264: 34,570-43,712 (-)

4041

IMGVR_UViG_3300045988_036092|3300045988|Ga0495776_136908: 51,397-60,638 (-)

5758

uvig_528157: 50,774-59,819 (-)

5657

IMGVR_UViG_3300045988_014406|3300045988|Ga0495776_186239: 45,855-55,827 (-)

4951

MGV-GENOME-0344289: 53,249-62,671 (-)

61

MGV-GENOME-0355359: 52,817-62,750 (-)

57

MGV-GENOME-0342367: 34,809-44,903 (-)

4344

uvig_213348: 16,713-26,312 (+)

41

MGV-GENOME-0355299: 51,168-60,839 (-)

56

MGV-GENOME-0293996: 3,433-12,998 (+)

HNH endonuclease (CDS_0013) 14

uvig_336042: 51,907-61,472 (-)

5758

IMGVR_UViG_3300045988_033990|3300045988|Ga0495776_008457: 51,301-60,947 (-)

5657exonuclease (CDS_0061)

IMGVR_UViG_3300045988_040413|3300045988|Ga0495776_096473: 51,846-61,452 (-)

575859

uvig_112846: 4,016-12,845 (-)

910

uvig_87641: 103-8,235 (+)

HNH endonuclease (CDS_0005)

uvig_191117: 3,516-12,652 (-)

HNH endonuclease (CDS_0009)

uvig_202333: 13,201-22,569 (+)

HNH endonuclease (CDS_0035)

MGV-GENOME-0303306: 12,666-22,046 (-)

HNH endonuclease (CDS_0019)

MGV-GENOME-0355284: 52,017-61,871 (-)

57

MGV-GENOME-0319789: 1,034-10,612 (+)

HNH endonuclease (CDS_0008) 9

MGV-GENOME-0343872: 34,388-43,960 (-)

4142

IMGVR_UViG_3300045988_035929|3300045988|Ga0495776_117959: 47,903-57,457 (-)

525455

IMGVR_UViG_3300045988_028217|3300045988|Ga0495776_039788: 50,986-60,513 (-)

58

uvig_319706: 34,271-43,338 (-)

41

uvig_277134: 1,718-10,527 (+)

9

IMGVR_UViG_3300045988_009354|3300045988|Ga0495776_006085: 52,171-62,089 (-)

58

uvig_338545: 51,730-61,089 (-)

55

MGV-GENOME-0347803: 42,321-51,542 (-)

50

MGV-GENOME-0343237: 35,083-44,868 (-)

43

MGV-GENOME-0322337: 20,508-30,005 (-)

24

IMGVR_UViG_3300029878_000002|3300029878|Ga0245327_100251: 52,503-62,957 (-)

5758

uvig_79131: 51,648-61,549 (-)

5859

MGV-GENOME-0303999: 23,337-33,061 (+)

HNH endonuclease (CDS_0051)

MGV-GENOME-0308206: 22,796-32,527 (-)

HNH endonuclease (CDS_0032)

uvig_528815: 34,490-44,439 (-)

41HNH endonuclease (CDS_0042)

MGV-GENOME-0357717: 53,000-63,246 (-)

59

IMGVR_UViG_3300045988_049469|3300045988|Ga0495776_096662: 51,934-61,621 (-)

596065

IMGVR_UViG_3300045988_025195|3300045988|Ga0495776_039739: 52,304-62,990 (-)

terminase large subunit (CDS_0058)59

MGV-GENOME-0353236: 51,710-60,079 (-)

59

uvig_201063: 3,442-11,833 (+)

11

IMGVR_UViG_3300029845_000009|3300029845|Ga0245277_1000223: 52,148-61,894 (-)

5859

uvig_200438: 44,636-55,072 (-)

51
HEase_00016 homing (CDS_0052)

54

MGV-GENOME-0356259: 52,304-63,570 (-)

58596365

uvig_165702: 51,505-61,695 (-)

57mads_3 (CDS_0061)
Paris_I__AriA_AAA15___AriA_AAA15_ali (CDS_0062)

MGV-GENOME-0294433: 35,015-44,671 (-)

444551

IMGVR_UViG_3300045988_017076|3300045988|Ga0495776_136899: 51,658-60,389 (-)

5557

MGV-GENOME-0296514: 2,047-12,059 (+)

SbcD-like subunit of palindrome specific endonuclease (CDS_0010)

MGV-GENOME-0301131: 34,918-44,930 (-)

46

MGV-GENOME-0295109: 2,188-11,721 (+)

SbcD-like subunit of palindrome specific endonuclease (CDS_0010)

MGV-GENOME-0291190: 29,522-39,054 (-)

SbcD-like subunit of palindrome specific endonuclease (CDS_0040)

MGV-GENOME-0315327: 40,098-50,183 (-)

53

uvig_3551: 1,026-9,196 (+)

5

IMGVR_UViG_3300045988_018427|3300045988|Ga0495776_136831: 52,094-61,558 (-)

6162

uvig_168367: 52,398-61,623 (-)

SbcD-like subunit of palindrome specific endonuclease (CDS_0059)
60

MGV-GENOME-0319213: 22,184-31,889 (-)

28exonuclease (CDS_0029)

MGV-GENOME-0313446: 7,945-17,849 (+)

23

MGV-GENOME-0299685: 32,183-42,092 (-)

44

MGV-GENOME-0319370: 33,660-44,358 (-)

424348

IMGVR_UViG_3300045988_050022|3300045988|Ga0495776_102749: 82,231-92,332 (-)

108109RusA-like Holliday junction resolvase (CDS_0111)

MGV-GENOME-0352995: 51,846-62,247 (-)

5960HEase_00016 homing (CDS_0062)

4000 nt

DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (DefenseFinder) defence (PADLOC)


