DNA methyltransferase (CDS_0044)
oMTase_00015 orphan (CDS_0042)
pyrophosphatase (CDS_0041) Holliday junction resolvase (CDS_0048)
replisome organizer (CDS_0039) ParB-like partition protein (CDS_0045)
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DNA methyltransferase (CDS_0063)
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DNA methyltransferase (CDS_0057)
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42 43 DNA methyltransferase (CDS_0045)
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IMGVR UViG_3300045988 103800|3300045988\GaO49577é 169329:41,929-48,662 (+)
PDC-S72_WP_006439742.1 (CDS_0061)
Specificity_l_00002 Type (CDS_0059)
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pyrophosphatase (CDS_0030) 33
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pyrophosphatase (CDS_0066) 69
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uvig 522720:40,521-47,634 (+)

pyrophosphatase (CDS_0068) 72

uvig_528041:51,124-58,237 (+)
30 oMTase_00015 orphan (CDS_0031)

uvig_528287:17,824-25,317 (+)
oMTase_00015 orphan (CDS_0067)
pyrophosphatase (CDS_0066)

TemPhD_cluster_34595:46,538-53,596 (+)
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DEDDh_I_I_II_IV_V_VI_1 (CDS_0069)
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DEDDh_I_II_III_IV_V_VI_1 (CDS_0067)
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DEDDh_I_I_II_IV_V_VI_1(CDS_0041)
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ParB-like partition protein (CDS_0059)
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MGV-GENOME-0315757: 38,835-46,619 (+)
oMTase_00015 orphan (CDS_0060) 6162 63 ParB-like partition protein (CDS_0064)
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MGV-GENOME-0357682:36,094-42,796 (+)
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IMGVR_UViG_3300045988_121530|3300045988|Ga0495776_016870:46,857-54,485 (+)
CfrAB-NCBIFAM Cfr family 23S rRNA (adenine(2503)-C(8))-methyltransferase (NFO00424.4) (CDS_0072)
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6667 ParB-like partition nuclease

MGV-GENOME-0365585:45,928-52,840 (+)
DNA methyltransferase (CDS_0070) oMTase_00015 orphan (CDS_0073)
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DNA methyltransferase (CDS_0063) 64
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IMGVR_UViG_3300008478_000145|3300008478|Ga0114882_100041|54175-107543: 44,140-50,296 (+)
57 59 oMTase_00015 orphan (CDS_0061)
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DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)
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