
MGV-GENOME-0223976: 22,809-29,680 (+)

38
replisome organizer (CDS_0039)

40

pyrophosphatase (CDS_0041)
oMTase_00015 orphan (CDS_0042)

43

DNA methyltransferase (CDS_0044)

ParB-like partition protein (CDS_0045)
46 47

Holliday junction resolvase (CDS_0048)

49

MGV-GENOME-0219757: 22,202-28,972 (+)

42

MGV-GENOME-0220721: 22,455-29,133 (+)

45

MGV-GENOME-0279372: 24,589-31,255 (+)

46

MGV-GENOME-0304844: 36,669-43,405 (+)

58

IMGVR_UViG_3300008063_000297|3300008063|Ga0113867_100166|4083-56529: 43,034-49,905 (+)

DNA methyltransferase (CDS_0063)

MGV-GENOME-0345920: 42,432-49,354 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0062)

MGV-GENOME-0218690: 22,113-28,790 (+)

41 42 44

MGV-GENOME-0268363: 23,226-29,897 (+)

42

MGV-GENOME-0305720: 37,704-44,574 (+)

DNA methyltransferase (CDS_0057)

MGV-GENOME-0284307: 33,830-40,497 (+)

57

MGV-GENOME-0315300: 35,486-42,151 (+)

57

IMGVR_UViG_3300045988_094536|3300045988|Ga0495776_151559: 45,483-52,251 (+)

65 70

MGV-GENOME-0256559: 24,049-30,818 (+)

45

MGV-GENOME-0229618: 23,933-30,701 (+)

47

IMGVR_UViG_3300045988_107145|3300045988|Ga0495776_183705: 41,164-48,679 (+)

51 52 pyrophosphatase (CDS_0056) 59

IMGVR_UViG_3300045988_089395|3300045988|Ga0495776_152005: 42,168-48,871 (+)

56 61 62

MGV-GENOME-0272938: 22,275-28,959 (+)

40 41 43

MGV-GENOME-0216613: 20,019-26,808 (+)

36 37 39

MGV-GENOME-0243834: 24,740-31,631 (+)

42 43 DNA methyltransferase (CDS_0045)

IMGVR_UViG_3300045988_103800|3300045988|Ga0495776_169329: 41,929-48,662 (+)

60

IMGVR_UViG_3300039380_000054|3300039380|Ga0169855_00048: 34,471-49,574 (+)

56 57 RM_Type_IIG__Type_IIG_1 (CDS_0058)
Specificity_II_00002 Type (CDS_0059)

60

PDC-S72_WP_006439742.1 (CDS_0061)

62

MGV-GENOME-0264511: 27,910-34,916 (+)

51 52 5758

uvig_531630: 18,100-25,763 (+)

pyrophosphatase (CDS_0030) 33

uvig_417807: 47,136-54,365 (+)

pyrophosphatase (CDS_0066) 69

MGV-GENOME-0329165: 43,680-50,908 (+)

67

MGV-GENOME-0276727: 27,163-34,355 (+)

51

uvig_522720: 40,521-47,634 (+)

57 60

uvig_528041: 51,124-58,237 (+)

pyrophosphatase (CDS_0068) 72

uvig_528287: 17,824-25,317 (+)

30 oMTase_00015 orphan (CDS_0031)

TemPhD_cluster_34595: 46,538-53,596 (+)

pyrophosphatase (CDS_0066)
oMTase_00015 orphan (CDS_0067)

uvig_563243: 47,991-51,419 (+)

55

IMGVR_UViG_3300045988_104801|3300045988|Ga0495776_147260: 45,094-52,697 (+)

68
DEDDh_I_II_III_IV_V_VI_1 (CDS_0069)

73 74

MGV-GENOME-0329100: 42,372-50,171 (+)

64 66
DEDDh_I_II_III_IV_V_VI_1 (CDS_0067)

MGV-GENOME-0214301: 22,091-29,698 (+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0041)

MGV-GENOME-0326447: 44,102-51,900 (+)

65 70

MGV-GENOME-0344250: 41,782-49,580 (+)

61
DEDDh_I_II_III_IV_V_VI_1 (CDS_0063)

64

MGV-GENOME-0315757: 38,835-46,619 (+)

57 58
ParB-like partition protein (CDS_0059)

IMGVR_UViG_3300045988_088767|3300045988|Ga0495776_147538: 41,610-49,851 (+)

oMTase_00015 orphan (CDS_0060) 6162 63 ParB-like partition protein (CDS_0064)

MGV-GENOME-0357682: 36,094-42,796 (+)

oMTase_00015 orphan (CDS_0055)
56

IMGVR_UViG_3300045988_121530|3300045988|Ga0495776_016870: 46,857-54,485 (+)

62 65 66 70 71

uvig_288247: 48,352-55,778 (+)

71

CfrAB-NCBIFAM Cfr family 23S rRNA (adenine(2503)-C(8))-methyltransferase (NF000424.4) (CDS_0072)

74
75

76 78 80

MGV-GENOME-0365585: 45,928-52,840 (+)

66 67 ParB-like partition nuclease

IMGVR_UViG_3300045988_108273|3300045988|Ga0495776_156468: 46,505-54,216 (+)

DNA methyltransferase (CDS_0070) oMTase_00015 orphan (CDS_0073)

uvig_289809: 48,791-54,579 (+)

69 74

MGV-GENOME-0332181: 43,992-50,670 (+)

DNA methyltransferase (CDS_0063) 64

IMGVR_UViG_3300008478_000145|3300008478|Ga0114882_100041|54175-107543: 44,140-50,296 (+)

65

uvig_296812: 38,375-45,713 (+)

57 59 oMTase_00015 orphan (CDS_0061)

uvig_391467: 19,174-26,366 (+)

32 35 36 37 38 39

6000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)


