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MGV-GENOME-0326973:8,043-15,810 (+)
MTase_lI_00074 Type (CDS_0016)
radical SAM domain protein (CDS_0017)
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MGV-GENOME-0284243: 9,853-17,254 (+)
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uvig 432744:10,974-17,918 (+)
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MGV-GENOME-0328606: 10,551-17,494 (+)
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IMGVR_UViG_3300035657_000035|3300035657|Ga0134395_00408: 9,009-16,767 (+)
ParA-like partition protein (CDS_0013) 14 15 17
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MGV-GENOME-0327017:9,053-16,278 (+)
MTase_l1_00164 Type (CDS_0018)
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IMGVR_UViG_3300029358_000005|3300029358]Ga0243818_1000466:10,539-17,797 (+)
3000 nt i
DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
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