17
16] 19
15[ |18 20 2122 23 2425

N N DN S ——
uvig 282876:18,045-21,678 (+)
7 8 9 10 11 12 tail protein (CDS_0013) 1516 19 2223

uvig 2765:4,989-26,165 (+)
73
60 6162 63 64 65 66 67 68 69 70 72774

B _—
uvig_80791:63,041-70,575 (+)
66 68 69 70

N S — i — I — —
MGV-GENOME-0367664: 63,041-70,575 (+)

80 81 82 85

N N B N
MGV-GENOME-0368628:49,358-57,132 (+)
79 80 81

N 1 . N ]
MGV-GENOME-0368341: 47,493-54,862 (+)
79 80 81

- . S T S S E— —
uvig_62662:65,417-72,568 (+)

76 77 78 80

- I S D DS S S E—
MGV-GENOME-0368283:48,637-55,788 (+)
67 66 65 63

N L
uvig_281280: 54,356-62,676 ()
19 18 17 1514

I N EE——— (I
-GENOME-0345658:4,771-10,181 (-)
70
69 171

<
Q

V-

N S R [ i —
MGV-GENOME-0337362: 38,870-44,420 (+)
72 68 67

5

L | I
MGV-GENOME-0367341:53,321-60,638 (-)
65 66 67 6970

i

| 1 1 I —— N
IMGVR_UVIG_3300045988_116998|3300045988|Ga0495776_092489: 61,118-68,756 (+)
40 45 46 47

I E— N — . — I — —
MGV-GENOME-0367624:28,493-36,747 (+)

42 41 40

I S — . —
MGV-GENOME-0352506:23,527-31,781 (-)
44 45 46

— W _ " N _§ "]
MGV-GENOME-0340585: 26,486-34,302 (+)
83 84 85

. I
Uvig_276627: 6562873211 (+)
39 40 M

N I
MGV-GENOME-0331916: 19,695-27,570 (+)
27 28 29

E

|} LN ___J (. —
IMGVR_UVIG_3300045988_093214|3300045988|Ga0495776_017839: 12,482-19,739 (+)
60 59 58

i

— — —  — ———— E—
MGV-GENOME-0329832: 36,489-43,746 (-)

59 58 57

N N B N
MGV-GENOME-0352323: 36,896-45,065 (-)
80 81 82

N L L.m R _ ]
MGV-GENOME-0368838: 66,111-73,356 (+)
23 22 21

. S S S S —
MGV-GENOME-0368956: 7,624-14,869 (-)

79 80 81
N N B N (I I
MGV-GENOME-0364958:47,799-55016 (+)
67 66 65
(N I N R

N L. m B ]
MGV-GENOME-0347159: 44,697-51,918 ()
70 71 72

[ - 1] I —  _ L ~— "1
IMGVR_UViG_3300045988_110695|3300045988|Ga0495776_130027:63,316-70,538 (+)
82 83 84

S D S N SN BN SSSSEE S S E— —
MGV-GENOME-0368083:48,287-55,571 (+)

68 69 70

- e e . . E— —

MGV-GENOME-0369472:46,181-54,323 (+)

Cas14u CAS-V-F; (CDS_0083)
8586 87 88

N S S B E——
MGV-GENOME-0369464: 65,385-74,376 (+)
8586 87 88

I . .., & ] o r - 1
IMGVR _UViG_3300045988_105297|3300045988|Ga0495776_017868: 65,385-74,376 (+)
70 71 72

— — ]
MGV-GENOME-0361541:45,046-52,963 (+)

37 38 39
N N . —— N I I N
MGV-GENOME-0329469:20,005-27,969 (+)

60 59 58 53

!

[ — — — NN
IMGVR_UViG_3300045988_099964|3300045988|Ga0495776_074187:35,737-43,663 (-)
37 38 39

N I I
MGV-GENOME-0337837: 20,238-28,164 (+)
43 44 45

—— — — —
MGV-GENOME-0341066: 30,241-37,816 (+)
66 65 64

e —— —
MGV-GENOME-0369303:44,011-51,238 (-)

. e E— . E—
MGV-GENOME-0368301:47,890-56,675 (+)
75 77 78 79

. — . . - —
MGV-GENOME-4434631:47,792-56,075 (+)

105 106 107

I S E— . E— —
uvig_109103:89,875-97,685 (+)

69 68 67

L _ ! 8§ N ' | N B
SAMEA2580236_a1_ct24585 vs1:54,127-61937 (-)
86 87 88

. S S S . E— —
uvig_402290: 68,523-75,731 (+)

68 67 66 63

’!

—— — — . . E— —
OTU_268:53,765-60,986 (-)

28 29 30

N N
MGV-GENOME-0336557: 15,600-23,200 (+)
107 108

N —_— ] I
MGV-GENOME-0369655: 92,129-99,498 (+)
73 74 75

—— — E— I EESEEEEEE B EENE S E—
MGV-GENOME-0367420:46,631-54,189 (+)

119 117 116 115

N L I
MGV-GENOME-0369335: 94,807-102,781 ()
18 13 12 11

N N S DN N T N B
IMGVR_UVIG_3300045988_100027|3300045988|Ga0495776_130019: 847-8,668 (-)
15 14 13

- E—— T — E—
uvig_162544:1,152-8,409 (-)

69 70 71

N S S S E——
MGV-GENOME-0367587:45,364-53,026 (+)
64 65 66

N S — | —
SAMNO4571717_a1_ct18975:35,589-43,951 (+)
83 84 85 91

T S SS—— . . — -
IMGVR_UViG_3300045988_101419|3300045988|Ga0495776_017926:68,224-76,152 (+)
83 84 85

N N NN D N BN N E—
IMGVR UVIG_3300045988_093207|3300045988|Ga0495776_164674: 64,271-72,545 (+)
89 85 84 83

| 1 __ & __ . N __§N . J 1 ]
IMGVR_UViG_7000000040_000089|7000000040|SRS043411_WUGC_scaffold_5329: 67,790-75,659 (-)
45 46 47

I N N S —— . S — —
IMGVR_UViG_3300045988_104575|3300045988|Ga0495776_004545:28,860-36,729 (+)
84 85 86

N . S S ——— | S E— —
IMGVR_UViG_3300045988_106982|3300045988|Ga0495776_177158:59,780-67,932 (+)
83 84 85

— 8 _ N |
MGV-GENOME-0369713:64,271-72,545 (+)
74 73 72 66

N S S — . —
IMGVR_UViG_3300045988_092372|3300045988|Ga0495776_130075: 64,949-72,538 (-)
46 47 48

. -
uvig 164362:29,435-37,024 (+)
74 73 72

S e
MGV-GENOME-0368840: 64,949-72,538 (-)
79 80 81

i

—— — —
uvig_280746:64,125-71,690 (+)
72 73 74

i

[ N B N
IMGVR_UViG_3300045988_117596|3300045988|Ga0495776_004536:63,835-71,717 (+)
61 60 59

N e ed e o B ) I N
IMGVR_UVIG_3300045988_105727|3300045988|Ga0495776_017925:53,692-63,030 (-)
64 65 66

N S S S E— —
uvig_325514:33,321-41,374 (+)

N I . B ——
MGV-GENOME-0368096: 44,768-52,821 ()
67 68 69

N L 1l __1_ N ]
MGV-GENOME-0369061: 35,969-43,622 (+)
13 12 11

—— — E—— —
uvig_377048:746-8,646 (-)

. —
uvig 100470:25,977-33,772 (-)

— o _ & _§F ——— ]
MGV-GENOME-0351748:37,125-44,920 (+)
78 79 80

I
OTU_96:64,031-71,842 (+)
35 3231

‘%

— — — T — —
uvig 8446:20477-27,143 (-)

1381 2 3

| L ] . _ 1 & 8 1 L 1 ] ]
IMGVR_UViG_3300045988_121897|3300045988|Ga0495776_017866:102,186-106,395 (+); 1-3,533 (+)
68 67 66

I |
Uvig_323669:52,964-60,684 ()
65 64 63

I E— . — . — e —
MGV-GENOME-0368233:42,250-50,068 (-)

68 67 66

— oW T T |
MGV-GENOME-0356706:43,952-51,552 (-)
2221

13

I — — — ———
MGV-GENOME-0320817:9,698-15,629 (-)

7475
I [ N R I I S
wig 107918: 38,466-44,397 (+)

67 71 72 73 79

S E— N E—
uvig 562385:41,143-48,199 (+)
70 69 65 64 63

- N D e
MGV-GENOME-0367960:43,864-52,074 (-)
72 67 66 65

. S S N S SSS—— . — —
uvig_198312:50,572-58,793 (-)
54 55 60 61 62 64

. S — . —
MGV-GENOME-0360409:41,778-50,008 (+)
81 82 83

g

— ] — N
MGV-GENOME-0369415: 66,337-74,428 (+)
47 48 49

g

— — — — — I — —
MGV-GENOME-0344126:30,694-39,135 (+)

81 82 83

i

[ S B I
IMGVR_UViG_3300045988_116130|3300045988|Ga0495776_017860: 66,337-74,428 (+)
101 100 99

i

| 1 1} I . — L] I
IMGVR_UVIG_3300045988_107958|3300045988|Ga0495776_016673:85,102-92,.924 (-)
69 70 71

I S S S S S . S— —
MGV-GENOME-0354267:36,315-44,157 (+)

4241 37 36 35

| . 1 1l I ]
MGV-GENOME-0338799: 18,657-26,587 (1)
84 85 86

N 1 ___1_Ju__ ]
MGV-GENOME-0367693: 64,293-72,209 (+)
84 85 86

z

— — —— S S E— E—
uvig_10140: 64,293-72,209 (+)

73 69 68 67 62

i ;"N 5 _ ]
MGV-GENOME-0347692:57,397-64,471 ()
24 25 26

——r __ & ]
uvig_78458:9,733-16,807 (+)
7 8 9

N I B S N I B
IMGVR_UVIG_3300045988_105286|3300045988|Ga0495776_017916: 299-7.136 (+)
70 65 64 63

L8 il __l1 1 N ]
MGV-GENOME-0368097: 45,635-54,508 (1)
75 76 77

I —
Uvig_243471: 44,258-51,889 (+)
88 89 90

. S S—— . ——— E—
MGV-GENOME-0362936: 65,935-74,017 (+)

86 87

I I
uvig_309048: 67,871-75,309 (+)
84 85 86

. ——
uvig_559100: 67,960-75,834 (+)

4344 50 51 52
N N N I I N
MGV-GENOME-4434243: 31,590-39,577 (+)
40 39 38
I I N R

- S —
MGV-GENOME-0356106:23491-31,478 (-)
49 50 51

N N N

MGV-GENOME-0350340: 33,337-41,557 (+)
136
1] 135 134 131

— W _ R K "I
MGV-GENOME-0369813: 1-3,762 (-); 103,392-107,555 (-)
136

1T

135 134

N N NN N S N N E—
IMGVR_UVIG_3300045988_119405|3300045988|Ga0495776_016653: 1-3,762 (-); 103,392-107,555 (-)
74 75 76 7980

I NN N SN S
MGV-GENOME-0369070: 47,746-55 212 (+)
107 108 109

N S L1 J_ . __n_ |
MGV-GENOME-0369615: 68,018-75,912 (+)
38 39 40

BN . I
MGV-GENOME-0341649:20,430-28,502 (+)
89
88 90

N . . — .
MGV-GENOME-0368389: 51,889-58,143 (+)
87
86
85] |88

| E— . — I ——
IMGVR_UViG_3300045988_108199|3300045988|Ga0495776_017924:66,860-73,361 (+)

87
86 ]88
I L T N R
MGV-GENOME-0369698: 67,265-73,361 (+)
25 28 29 30

- S E— — —
MGV-GENOME-0369372:15,198-23,934 (+)

N —
uvig 263193:53,511-62,556 (+)
26 27 28

I N
MGV-GENOME-0328864: 15,180-19,422 (+)
59 58 57

— - — — 1]
uvig 60797:36,896-42,050 (-)

23 24 25
. N I
uvig 69823: 12,088-16,495 (+)

33 34 35

T
uvig_3380:20,031-24,812 (+)
20 21 22

I I
vig 562676:29,174-33,619 (+)
30 3334 40

N N N B
MGV-GENOME-0334948: 18,865-24,519 (+)
68
65 66 67

N I
OTU_99:42,655-51,890 (+)
67 68 697071

N SIS S I S EES—— . — . —
MGV-GENOME-0359557:50,481-60,211 (+)

71 78 79 80

N . I N N
MGV-GENOME-0368395: 50,033-57,374 (+)
36 35 34

B I B N B
MGV-GENOME-0347057: 19,458-26,799 (-)
109 108 107

. N S S S—— . E— —
MGV-GENOME-0369864:85,053-93,035 (-)

64 63 62

I ) N B
MGV-GENOME-0336891: 43,943-48,369 ()
17 18 19

"B
uvig 71644:25,310-29,759 (+)
63 64

[ _ W W —
MGV-GENOME-0343632:40,628-47,687 (+)

81
T2 89 90

. | —— — IR E——
MGV-GENOME-0366373:78,989-86,652 (+)

72 79 80 81

MGV-GENOME-0368686: 66,574-74,181 (+)
78 81 8283 84 85

N N N BN I N D
IMGVR_UVIG_3300045988_100778|3300045988|Ga0495776_017785:65,576-73,663 (+)
82 83

- . — . — N E—
MGV-GENOME-0369540: 67,329-75,209 (+)

7980

N N SIS . - N —

IMGVR_UViG_3300045988_095780|3300045988|Ga0495776_188377: 54,979-61,798 (+)
22

27 23 21 1918

L I I S . —
MGV-GENOME-0333712:8,653-14,264 (-)
6968

S —_—
uvig_248731:62,025-69,812 (-)
4041

S — — — CCL T W
MGV-GENOME-0342074:22,506-29,997 (+)

70 71 77

N D B B
uvig 456222:51,161-58,803 (+)
86 87

[ . —
+

I L 1 __ 1 &N ] | !
MGV-GENOME-0368832:49,035-56,273 (+)
79 80

. E— . — — — . S E—— . —
MGV-GENOME-0369573:64,846-72,122 (+)

35

- e . — . e .
MGV-GENOME-0346846:21,934-29,184 (-)
85 86

N
MGV-GENOME-0368195:50,695-58,172 (+)

2928
I I N I N
uvig 389075:15,117-21,052 (-)

90 91

N | ]
uvig 283688:68,323-75,555 (+)
43
42 [44

I N B B N B B B
IMGVR_UViG_3300029212_000001|3300029212|Ga0168695_100055:23,337-30,692 (+)
62
63 J61

I N . —
MGV-GENOME-0353608:42,154-49,509 (-)
62
63 [61

I N . — L L
MGV-GENOME-0367704: 43,015-49,509 ()
90898887 86

S S — I B I S ——
IMGVR_UViG_3300045988_109248|3300045988|Ga0495776_017863:68,864-76,123 (-)
30 31

I N . ——
MGV-GENOME-0337705: 20,449-24,650 (+)
7778 8384 85 86

N EEE———
uvig_104741:67,184-75,654 (+)
83 84 85

N S — . E—— . . —
IMGVR_UViG_3300045988_097739|3300045988|Ga0495776_016664: 67,262-75,525 (+)

123 4 56 7 8 9 10 11 12
L e e e —— N NN N
uvig_473432:97-10,006 (+)
70

BN N D N I -
MGV-GENOME-0369498:47,913-54,083 (+)
133 134

. . — L
IMGVR_UViG_3300029734_000004|3300029734|Ga0245168_100231: 103,576-107,811 (+)
[ 8000 nt i

lysis tail unknown function defence (PADLOC)

-




