19 2123252729 32

14 15 16 17 18 20 [2724[26]26] 3031]33 34

N N B I B N B .
IMGVR_UViG_3300045988_107958|3300045988|Ga0495776_016673:12,430-21,023 (+)
Cas14u CAS-V-F; (CDS_0032)
27 23
3028 25 [22
33 3129[2624| 12120

I S SSS— N S | S | —
MGV-GENOME-0369011:30,653-40,595 (-)

cas12f2_V-F_2 (CDS_0027)

34 30 25
33 29 2623
35[[3231 [[28 242221

| 1 &R ______1'3 /] 1 1 | ] N
uvig 33921:31,611-42,190 (-)

cas12f2_V-F_2 (CDS_0025)

32 28 23
31 27 2421
33|[3029 |26 T222019 14 13 12 11

S S N S S SR S S E—
IMGVR_UViG_3300045988_095780|3300045988|Ga0495776_188377:10,790-30,411 (-)

22
thymidylate kinase 27 24 |21
[34 2812625023 | 20

(11 3 1 3 """ ¥ ]
IMGVR_UViG_3300045988 112445|3300045988|Ga0495776_004443:30,034-38,727 (-)
22

24 21
27 262523/ ] 20

S S S ———
MGV-GENOME-0368511:30,034-38,131 (-)
22

21
23720

IR B
GVR_UViG_3300045988_094109|3300045988|Ga0495776_112019:30,034-36,471 (-)
Cas14u CAS-V-F; (CDS_0127)
121
123 118
128 | 126 124 120
129 125123119 117

<

I . — N e —— I EENEN
IMGVR_UViG_3300045988_104575|3300045988|Ga0495776_004545: 1-4,178 (-); 98,889-104,820 (-)

22
26 24 ]21
12523/ T 20
AR
I N N .
IMGVR_UViG_3300045988_110695|3300045988|Ga0495776_130027: 30,032-37,730 (-)
29
32 28262422 20
39 3433 3130 |[27]2523[21]
Ll J B . 8B [ N § |
uvig_263350:30,084-39,741 ()
26
29 25232119 17
3130 [ 2827 [[24]22[20]18] 10

. . S N .
MGV-GENOME-0367709:9,993-27,840 (-)
MTase_|I_00074 Type (CDS_0109)

104
105 102 100

112 110| 107 [103 T[99 97

116 Tu1a] | 108106 [ T101 | 9

I — — . E— B N S ———
MGV-GENOME-0369372: 65,888-78,723 (-)

MTase_II_00074 Type (CDS_0012)

1471 10 8 3 139
161513 | 11] 9 [765 4]21[138 132 tail protein (CDS_0131)

1 A
uvig_325514: 1-8,750 (-); 85,213-105,753 (-)
MTase_II_00074 Type (CDS_0119)
118 124 128
115 117 | 121 123126 129 131
Tu16| [120122]125 127 136

I I S N S R
MGV-GENOME-0368096: 77,392-87,425 (+)
MTase_lI_00074 Type (CDS_0048)

53 5658
46 | 49 52 55 [59
4547 | T5051][54] |57 [6061 67

41 31 -3 & 1 5§ /1 9 ] " |
uvig_222085: 28,848-58,311 (+)
MTase_II_00074 Type (CDS_0034)
29 25 21
36 [33 30 27 2422
3735 | 3231]]28[26[23[ | 20

Fﬂ

I L __ ] 5 3 1 1
IMGVR_UViG_3300045988_112457|3300045988|Ga0495776_017837: 12,043-41,581 (-)
MTase_|I_00074 Type (CDS_0117)
112 108 105
118 | 115 113 110 | 108
121 115 [116  [111 07\ 103

Ti20]| | T|114| | T109T | 104

I D S N S I 1 1 e A

MGV-GENOME-0369325: 64,689-94,117 (-)

MTase_|I_00074 Type (CDS_0034)

30 26 22
36 |33 31 28 2523

4140 383735 | [32][29]27|[24] |2120

e 1 5 e e - O e 5 A S
uvig 229161:11,254-38,609 (-)
MTase_|I_00074 Type (CDS_0032)
28 24 20
34 |31 29 26 2321
363533 | 30T [2725[[22] |1918

S S S — D s S S S S S S —
MGV-GENOME-0368195: 11,254-24,338 (-)

MTase_lI_00074 Type (CDS_0035)

31 27| | 28
37 |34 37 29 2624
393836 | [337[30[28[[25] |2221 15
wm%;!

A Lo od I —
IMGVR_UViG_3300029501_000001|3300029501|Ga0244796_100101: 12,047-41,922 (-)
MTase_II_00074 Type (CDS_0119)
122 125
118 1237 128 131
115 117 [120 |124 127130
Tiaef| | Ti21|| 128129 |132

| 1 __ 1 18 ‘'K 1 8 N 1} 1
MGV-GENOME-0367704: 76,369-86,727 (+)
MTase_Il_00074 Type (CDS_0119)
122125
118 123 130
115 117 (120 |24 127 129
Tuad]| | T121|| T 126128 |131

| 1 __ 1 135 ‘' R____ ‘[ 2 &N B} ]
MGV-GENOME-0367783: 76,369-86,726 (+)

MTase_Il_00074 Type (CDS_0024)

27 32 36

22 |25 2830 3335

2021723 | [ 26 [[29]31][34] [37

N ] - N 1 1 1 A
MGV-GENOME-0369029: 12,237-41,881 (+)
MTase_II_00074 Type (CDS_0125)
122119
126 121 116 113
129 127 [124 7120 117114
Tizgf| | Ta2s|| [ 118115 |112

L 1 _ 1 ______Jr ____ ¥’ | w1 ]
IMGVR_UViG_3300029212_000001|3300029212|Ga0168695_100055: 71,917-101,561 (-)
MTase_I_00074 Type (CDS_0028)
23
30 26 22201816

323129 | 27] 2524 |[21]1917] 15 10
L ! __J1______°__ __ B | (I I R
MGV-GENOME-0368628: 10,130-22,645 (-)
MTase_I_00074 Type (CDS_0029)
24 20 16
31 (28 25 22 1917
3230 | T2726][23[21|18] | 15
goic A G ARAHIKHICaTIc

. I ]
MGV-GENOME-0368257: 10,213-22,675 (-)
MTase_ll_00074 Type (CDS_0117)
126
122 128
119 121124 | 129
115 (128 [123 127 131
114116 | T|120(| T 1257 130

. N N —
uvig_249860:86,920-96,769 (+)

MTase_|_00074 Type (CDS_0018)

14

20 16 1311 8

222119 |17 15|[12[ 109]76 5

. I 8 |
MGV-GENOME-0369061: 913-10,967 ()
MTase_|_00074 Type (CDS_0116)
121 125 128
115 | 118 120 123 | 127
112 114 (117 T[122 126 | 130
Tuasf| | Tlaao| [T 1247 | 129

1 1 " J5 |
MGV-GENOME-0369311: 77,493-87,616 (+)
MTase_II_00074 Type (CDS_0117)
120 125
114 116 118 121 123 126 128
115 | J119|127 124 | 127

|
IH
8-
|

MGV-GENOME.0368313: 7/851-87.998 ()
MTase_[1L00074 Type (CDS_0087)

83 78
88 | 85 8280 [77
9089 | 86 84|[81[79 | [7675 69

| 1 _ 1 11 & ' ' ‘"N _____ 1 1 ] e 1 S
IMGVR_UViG_3300045988_121897|3300045988|Ga0495776_017866:46,796-75,623 (-)
MTase_Il_00074 Type (CDS_0119)
118 121 124 128
117 [120 123126 129 131
116]| | T122]125127 130

-_— N .- 1 N}’ ]
uvig 323669:87,247-96,798 (+)
30 25 18

28 2422 20 T17
323129 2726 |[28] 21119 1615

1 1 __ 11 __ B [ &N 1 _ } ]
uvig 26821:22,008-32,189 (-)
28 23 16
26 2220 18 [15
3029 27 2524 [ [24] 1917 1413 8

-— [ - O S S S —
MGV-GENOME-0368482:7,467-21,048 (-)

34 29 22
32 2826 24 [21
3635 39 3130 |[27] 25 [23 2019

| 1 3 1 B 1 1 1 e 1 e —
MGV-GENOME-0369566: 11,505-40,994 (-)
34 29 22
32 2826 24 [21
3635 33 3130 | [27[ 2523 [2019

| 1 1 _____ 1 . &8 [ &8 ‘' L | |
IMGVR_UVIG_3300045988_101493|3300045988|Ga0495776_074372: 11,514-40,916 (-)
33
32
34] 30 28 2624 22 Cas14u CAS-V-F; (CDS_0020)

36 35[| 3729[27]25[23] 21 14

. E— n | NN E—
IMGVR_UViG_3300045988_107278|3300045988|Ga0495776_017845:11,700-41,134 (-)

33] 2927252321 Casl14u CAS-V-F; (CDS_0019)
35 34| 3028[26[24]22] 20

I — " 1 S O Y A S
uvig 276627:10,909-38,038 (-)
MTase_lI_00074 Type (CDS_0116)
113 105
112 108 T103
119 117 |115 Hno 107 104  Cas14u CAS-V-F; (CDS_0101)

118 | 114111 109706 T 102 95
N S B N NN S N SN N DR SN S — I e
IMGVR_UViG_3300045988_110934|3300045988|Ga0495776_074279: 65,130-95,940 (-)
117 124
120 [126

119122 | 127
116 [121 125
115 [118| [ 123 | |128Cas14u CAS-V-F; (CDS_0129)

| 1 _ N 11 e eaad 1 ]
IMGVR_UViG_3300014549_000001|3300014549|Ga0134379_100059: 86,678-96,643 (+)
62
I 64 71
61 656769 [72
60T‘<S§T676T678T770TT73 Cas14u CAS-V-F; (CDS_0074)

[ 1 N 1] I 1 [ A—
uvig 377048:34,285-63,488 (+)

135 130

6 3 134 1321

9 87]5 4 [21[133131 129

1 113 | . ®m_'1 1 1
MGV-GENOME-0369905: 1-6,260 (-); 85,770-107,871 (-
130
6 3 134132]
9 87[5 4 [21 133131129

=1 1 — I /1 &9 > r—1T ! - 9y ——} — " ——
uvig_207970: 1-6,260 (-); 85,770-107,852 (-)
MTase_|I_00074 Type (CDS_0031)
28
27 2523 Cas14u CAS-V-F; (CDS_0021)

30
343332 | 29 |[26]24] 22

! _ ___A_____ 1 ___ & ! _______®& _____® o ' ' ________________________________~__}\ ______________________________________________________________________________ |
uvig_92308: 13,120-42,810 ()
MTase_II_00074 Type (CDS_0114)
105
115 110107 [ 103
118 116 |113 111108 104 101
T7| | T 117409 106107 100

f

[ ] - _— -—
IMGVR_UViG_3300045988_102202|3300045988|Ga0495776_017808: 65,826-95,172 (-)
MTase_lI_00074 Type (CDS_0032)

27
34 30 28 25 2321
40 3533 | 31] 29 [[26]24 [2720 19 13

N B B I B DS NN § BN S E— 1 I S
IMGVR_UViG_3300045988_108199|3300045988|Ga0495776_017924: 10,838-40,442 (-)
MTase_l1_00074 Type (CDS_0034)
29
36 [33 30 27252321
383735 | | 32317 |28[26[24]22] 20

T 115 71— §F 1§ ]
uvig 402290:29,793-39,982 (-)
19
17 14 12 10

2018 1615 [13[11[98765

I -
MGV-GENOME-0370211:911-10,472 ()
20 11
18 1513 [10
2119 1716 [14[12| 1987 6

— — - — ¥ 1 ——— ]
uvig_204850:1-16,077 (-); 92,310-102,789 (-)

MTase_lI_00074 Type (CDS_0033)

28
32 29 26 23
40 363534 | [3130][27]2524] 22

l 1 1 111 ___. = =& __ & '
IMGVR_UViG_3300045988_105297|3300045988|Ga0495776_017868: 30,113-40,315 (-)
MTase_I1_00074 Type (CDS_0034)
30 22
36 |33 29272523
383735 | 13231 |[8[2624] | 21

. ] 1 ____ 1 __ ___&___ & 1 N _ 3 ]
IMGVR_UViG_3300045988_110395|3300045988|Ga0495776_017806:31,254-42,113 (-)
MTase_l_00074 Type (CDS_0034)
30 22
36 |33 29272523
383735 | 13231 |[28]2624] | 21

N N D I EEEE— L K | B I |
uvig_283688:31,254-42,113 ()
MTase_II_00074 Type (CDS_0059)
53 45
61 5755 525048 46
636280 | 58[56 54 |[51[49[47] | 44

| 1 _ 1 1/ __ 1 | 1§ 1"
IMGVR_UViG_3300045988_097862|3300045988|Ga0495776_164605:44,526-55,655 (-)
MTase_II_00074 Type (CDS_0055)

49 41
57 | 5351 148464442
5

595856 | 54[57 50 |[47[45[43] | 40

1 _ 1 ' &8 1/ ' & 1 | 1]
MGV-GENOME-0369615:30,549-43,438 (-)
MTase_|I_00074 Type (CDS_0030)
26
32 27 2422 20
343331 | 2928 |25] 2324

11 1 ¥ 3 %1
IMGVR_UViG_3300029774_000001|3300029774|Ga0243768_100200: 29,462-39,830 (-)
MTase_lI_00074 Type (CDS_0052)
55

50 |53 56586062
484951 | 154 |[57[59]61] 63

4 1y ¥ 1 K ]
IMGVR_UViG_3300045988_119405|3300045988|Ga0495776_016653:29,446-39,785 (+)
111 cas12f2 V-F_2(CDS_0118)

110 115 121
108 qns {16 120 123
109117 114 [117 | 119 127

L 1 _ = 1. . & | ' 1 ]
IMGVR_UViG_3300045988_105727|3300045988|Ga0495776_017925:87,188-97,627 (+)
MTase_|I_00074 Type (CDS_0032)
27 24
34 |31 28 25
363533 T§029ﬂ2,6ﬂ2122

N S B N BN BN S SN E—
IMGVR_UViG_3300045988_108575|3300045988|Ga0495776_130121:31,437-41,196 (-)
MTase_I1_00074 Type (CDS_0030)
25 22
32 |29 26 23
343331 | [2827]|24] 2120

N S B B e e 1 e 5 S
uvig_10140: 12,227-38,173 ()
MTase_II_00074 Type (CDS_0094)
103
1105
100 104
9597 99 10{ | Cas14uCASs-V-F;(CDS_0107)

Toe[ 98107106 T

. I NN B EEEE
uvig_100470: 58,812-69,986 (+)

MTase_|1_00074 Type (CDS_0019)
14 10
1816 1311 8
222120 | [17] 15 |]12[|9]7 Cas14u CAS-V-F;(CDS_0006)

919293

N I
MGV-GENOME-0351748:911-12,085 (-)
MTase_|I_00074 Type (CDS_0019)

16

18 151311 Casl4uCAS-V-F;(CDS_0009)

T17 |Ta4f12f 10 T —

2120

i!H

I n & 1 |
MGV-GENOME-0369472: 9.655-20,067 (-)
MTase_ll_00074 Type (CDS_0112)
103
108 105 | 100
115 113 | 110 [106 102
"114]  |111 109 107 104 101 99

I (B __ B ey 1
IMGVR_UViG_3300045988_093214/3300045988|Ga0495776_017839:81,747-92,373 (-)
MTase_I1_00074 Type (CDS_0114) 124
115 119122 | 127
111 113 | 117 121 125
112 | 116 118120 123126 128

. I — I AN EENEN
MGV-GENOME-0369421: 77,140-88,011 (+)
MTase_ll_00074 Type (CDS_0110) 120
111 115118 | 123
107 109 | [113 117 121
M08 | 117 114116 119122 124

— — - E—— [ — —————
MGV-GENOME-0358000: 69,932-80,166 (+)

MTase_|I_00074 Type (CDS_0032)
28 2422
31 2725 21
353433 | 3029 [[26] \Z,JTzo
| 1 "R ___ 1.8 ‘& B B |} |
uvig_73452: 30,076-40,656 (-)

MTase_lI_00074 Type (CDS_0062)
Cas14u CAS-V-F; (CDS_0076)

66 73
Cas14u CAS-V-F; (CDS_0056) 63 %67 6971 74
5960 61 | | 6465 |[68[70[72| 75 77

. 1 _ 8 1 14 __ "' ___ 9 ' ‘¥ 1 ¥ 1
IMGVR_UViG_3300045988_100027|3300045988|Ga0495776_130019:33,511-46,728 (+)
MTase_II_00074 Type (CDS_0032)
28
Cas14u CAS-V-F; (CDS_0038) 31 27 252321
353433 | [3029 [[26]24]22] 20

| 1 _ 1 _____ 1 18 ' & 8 _ _ 1 1
IMGVR_UViG_3300045988_099934|3300045988|Ga0495776_164673:26,316-38,207 (-)
MTase_lI_00074 Type (CDS_0032)
28
31 27252321
353433 | [3029 |[26[2422] 20

i

|} o N .
IMGVR_UViG_3300045988_093207|3300045988|Ga0495776_164674:26,068-37,959 (-)
MTase_I_00074 Type (CDS_0018)
14 10
19 |17 1311 8
2120] | [1615[12[|9T7 6

. N E——
MGV-GENOME-0367668: 1,332-11,909 (-)
MTase_lI_00074 Type (CDS_0030)

25 23
32 | 2826 |22
343331 | 2927]|24/ T 21

| 1 _ 8 1 1@ ‘' 8 [ &_/ &8 1 ]
IMGVR_UViG_3300045988_099974|3300045988|Ga0495776_141137: 31,264-41,883 (-)
MTase_ll_00074 Type (CDS_0109)
112 116
111 1141 119
1‘115 17l
107108 |110| [ 115 118 120

i

. I I BN
IMGVR_UViG_3300045988_099964|3300045988|Ga0495776_074187:68,941-79,816 (+)
MTase_ll_00074 Type (CDS_0028)
24 2018
27 2321 17
313029 | [2625 [[22][19 [16

1 5§ " .1 _ _ ' N '8 1 5§ ' ] ]
MGV-GENOME-0368341:8,878-21,724 ()
MTase_II_00074 Type (CDS_0119)
128
123126 [ 131
116 118 | 121 [125 129
110 111 117] 120 122124 127130 132

1 N ___ B N .
MGV-GENOME-0368233:76,925-87,684 (+)
MTase_|1_00074 Type (CDS_0015)
11
14 108
181716 | [1312|[9]7 6

|
4{

I [ B B 8 } |
OTU_99:6,461-16,339 (-)

MTase_lI_00074 Type (CDS_0030)

25 19

32 |29 26| 2321 |18
343331 T,zszﬂLﬁTz,szjTg

. — a |
MGV-GENOME-0368083:9,861-22,179 (-)
MTase_lI_00074 Type (CDS_0031)

26 20
33 |30 27| 2422 (19
353432 | [29287 [25[23]21| ] 18 12

I S N S S [ N R S N N S — — —
MGV-GENOME-0367456:9,954-26,894 (-)

MTase_lI_00074 Type (CDS_0031)

26 20
33 (30  27] 2422 [19
353432 | 29287 [25[23[21] ] 18 baseplate wedge subunit (CDS_0012)

—1—3 __— 1y —_r &R 11—« ;1T"/——] """ —— —
uvig_81004: 9,954-32,029 (-)
MTase_lI_00074 Type (CDS_0034)
29 23
36 |33 30| 2725 |22
383735 | [3231] [28[2¢2d| [ 21

I!H

N | ]
uvig_81305:26,035-36,633 (-)
MTase_lI_00074 Type (CDS_0089)

94 100
87 |90 93 9698 101
858688 | [9192] [95[97]99| [ 102
G I KGR CIHaaiad €8 d
MGV-GENOME-0347530: 53 498-64,096 (+)

MTase_ll_00074 Type (CDS_0028)
23 17
30 |27 24 2119 (16
323129 T,zézsﬂzjz,cm%g

— — u - | I —— —
MGV-GENOME-0364958:8,869-21,635 (-)

36 29 23
L3432 30 2725 [22
38373533 31 [ |28]26[24| | 21 Cas14u CAS-V-F; (CDS_0020)

. u 1 L2l
IMGVR_UViG_3300045988_106982|3300045988|Ga0495776_177158:23,517-34,806 (-)
121
116119 [ 124
112 114 [118 122
"113[ 115117 120 123 125

L R . ' N
uvig_29163:85,020-94,678 (+)
121
116119 [ 124
112 114 [118 122
13115117 120123 125

L 8 L. ____ & _______ N ]
MGV-GENOME-0367341:85,020-94,041 (+)
56
59 57 54 52 50
60 [ 58 |55[ 53 [51] 49

1§ 1y — "— NN ¥
MGV-GENOME-0369655: 56,694-65,946 (-)

MTase_l1_00074 Type (CDS_0029)

25 19
28 24 2118
34 323130 | [2726 |232220| [ 17

1 _ 5 1 ___ 133 ] L ' — [ ;] 1 1 ] ]
MGV-GENOME-0368133: 10,206-26,114 (-)
MTase_|I_00074 Type (CDS_0037)
31 27
35 33] 29 2624 22
43 403938 | 36] 34 3230[28[[25]23 21

N B N EEE—— I B —
MGV-GENOME-0369758:31,376-42,709 (-)
MTase_II_00074 Type (CDS_0034)

28 24
32 30T 26 2321 19
373635 | 33] 31 2927[25[[22[20] 18

I S NN EE—
MGV-GENOME-0369671:11,308-25,265 (-)
MTase_|I_00074 Type (CDS_0019)
16

21 151311 9 7
2220 | 18 17 |14]12[10] 86 5

1 _ _ 32 1 __ 45 & [} |
MGV-GENOME-0354267: 36-10,649 (-)
MTase_II_00074 Type (CDS_0031)
27 22
33 |30 28 25 23
353432 | [29T|26[ 24 |2120

- I 1 e 1 1 A
uvig_559100: 12,122-41,517 (-)
MTase_I_00074 Type (CDS_0029)
24
31 27 25 22 20
333230 | 28] 26 [[23] 2119

— 11— T — N ey ]
IMGVR_UViG_3300045988_100778|3300045988|Ga0495776 017785:10,757-40,360 (-)
MTase_lI_00074 Type (CDS_0035)

30
37 33 31 28262422 20
393836 | 3

N S AN S E— . ' 8 1 1 1}
MGV-GENOME-0368389: 12,503-26,332 (-)
MTase_lI_00074 Type (CDS_0020)
15 11
22 | 18 16 13 [10
24232119 17T\1.74T17JT987

| ¥ 1 . 1 '~ _§ |
uvig_243471:6,461-17,146 (-)
MTase_lI_00074 Type (CDS_0104)
109
103 108 111114 117
100 102 | 106 |[110 113116 119
Tiof| |105107| | 112115 118

| 1 1 1 _ 01 _/ L B ]
MGV-GENOME-0369884: 67,958-78,886 (+)
MTase_l1_00074 Type (CDS_0025)
23 27 29 3133 36
21,2224T26T 28730 [32[3435 ] 37

| 1 "' 1 __________ & ' '} ]
MGV-GENOME-0369864:11,599-22,258 (+)
MTase_l1_00074 Type (CDS_0033)
29 24 20
35 |32 2826 2321
373634 | [3130 |[27]25|[22] |1918

 __ 1/ ' N [ [ '8 ] ] ]
MGV-GENOME-0369710: 10,937-24,820 (-)
MTase_ll_00074 Type (CDS_0036)
ap | 27 | 28
38 |35 3129 2624
403937 | 13433 [[30[28[[25] |2221

L ______ A ___ 1.3 ____ ' N [ | | § ]
uvig_570844:31,012-42,289 (-)
MTase_II_00074 Type (CDS_0031)
27 22 18
33 |30 2624 2119
353432 | [2928 |[25[23[[20] [1716

l __ . "1 - /5 & ' | [ —1 ] ]
MGV-GENOME-0368677:9,852-23,298 (-)
MTase_I_00074 Type (CDS_0034)
30 25
33 2927 2422
373635 | [3231 [[28[26[23] 21

| 1 8 _ N N ' | ] L B ]
MGV-GENOME-0369300: 31,228-42,424 (-)
DNA methyltransferase (CDS_0033)
27 23
35 | 3129 2624
37.36 34 |3730[28| [25] | 2221

[ S AN S N S S —
IMGVR_UViG_3300029228 000002|3300029228|Ga0167501_100120: 31,327-41,127 (-)
DNA methyltransferase (CDS_0032)
26 22
34 | 3028 2523
36 35 33 |3129[27| [24] | 2120

I e 0 e 1 e 5 e I S
uvig_141574:12,043-38,089 (-)
DNA methyltransferase (CDS_0028)

22 18
30 | 2624 2119
323129 |2725[23|20] |1716

i

I | __J - .
MGV-GENOME-0367666:10,165-22,134 (-)
MTase_lI_00074 Type (CDS_0090) 101

95 10
88 | 92 94 9799
868789 | 91] 93T (96]98] | [102Cas14u CAS-V-F; (CDS_0103)
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MGV-GENOME-0346846: 54,986-65,861 (+)
MTase_II_00074 Type (CDS_0092)
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97 9593 | 91] 89|84l [83[ 81 79

I B B I | B I S EE -
IMGVR_UViG_3300045988_105286|3300045988|Ga0495776_017916:69,928-80,825 (-)
MTase_l|_00074 Type (CDS_0028)
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30 J 2422
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uvig_517521:30,036-38,980 (-)
MTase_lI_00074 Type (CDS_0025)
23
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MGV-GENOME-0367169: 10,000-21,459 (-)

MTase_lI_00074 Type (CDS_0028)
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IMGVR_UViG_3300045988_107721|3300045988|Ga0495776_130029: 10,930-39,387 (-)
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uvig_177437:9,814-36,561 (-)
MTase_II_00074 Type (CDS_0025)
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MGV-GENOME-0369573: 6,786-38,250 ()
51 54
45 48 50[ 53
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IMGVR_UViG_3300007098_000007|3300007098|Ga0102540_100080: 27,436-56,939 (+)
14 11
15 131210987 654 Cas14u CAS-V-F; (CDS_0003)
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MGV-GENOME-0367060: 110-9,784 (-)
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MGV-GENOME-0368686:11,748-39,126 (-)
MTase_|I_00074 Type (CDS_0055)
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uvig_109103:56,286-65,102 ()
MTase_II_00074 Type (CDS_0119)
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SAMEA2580236_al ct24585 vs1:86,710-95,526 (+)

MTase_|I_00074 Type (CDS_0002)
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MGV-GENOME-0369023: 1-6,249 (-); 102,544-105,166 (-)
MTase_II_00074 Type (CDS_0119)
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1 129 T127] | 118117
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MGV-GENOME-0369038: 1-1,133 (-); 97,428-105,210 (-)
MTase_lI_00074 Type (CDS_0117)
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114]] | 119
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MGV-GENOME-0368097:80,165-87,311 (+)
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MGV-GENOME-0367664:30,034-36,061 (-)
RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0031)
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IMGVR _UViG_3300045988_116130[3300045988|Ga0495776_017860: 12,037-40,370 (-)

MTase_Il_00074 Type (CDS_0030)
Cas14u CAS-V-F; (CDS_0020)
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MGV-GENOME-0369540: 31,106-42,488 (-)

114
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uvig_281280:86,971-93,477 (+)
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1107 112
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MGV-GENOME-0368452:70,024-97,261 (+)
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IMGVR_UViG_3300045988_117596|3300045988|Ga0495776_004536: 11,743-38,868 (-)
114 115 116 117

N B
uvig_52935:78,897-92,419 (+)
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113 [ 115

I — (L R |
Uvig_198312: 85,822-92,441 (+)
Cas14u CAS-V-F; (CDS_0014)
16 15
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MGV-GENOME-0365257:10,435-19,491 (-)
10000 nt i
DNA, RNA and nucleotide metabolism other tail unknown function defence (DefenseFinder) defence (PADLOC)
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