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108
109

110
111

112
113

114

115
116

117

cas12f2_V-F_2 (CDS_0118)

119
120

121

122
123

IMGVR_UViG_3300045988_108575|3300045988|Ga0495776_130121: 31,437-41,196 (-)
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34

3536

MGV-GENOME-0367666: 10,165-22,134 (-)

1617

18
19

20
21

22

23
24

25
26

27

DNA methyltransferase (CDS_0028)

29
30

3132

MGV-GENOME-0346846: 54,986-65,861 (+)

86 87
88

89

MTase_II_00074 Type (CDS_0090)

91
92

93
94

95

96
97

98
99
100

101

102Cas14u CAS-V-F; (CDS_0103)

IMGVR_UViG_3300045988_105286|3300045988|Ga0495776_017916: 69,928-80,825 (-)

7981
82

83

84
85

86

87
88

89
90

91

MTase_II_00074 Type (CDS_0092)

93
94

9597

uvig_517521: 30,036-38,980 (-)

2021
22

23
24

25

26

27

MTase_II_00074 Type (CDS_0028)

29
30

3132

MGV-GENOME-0367169: 10,000-21,459 (-)

1718
19

20
21

22

23

24

MTase_II_00074 Type (CDS_0025)

26
27

2829

IMGVR_UViG_3300045988_107721|3300045988|Ga0495776_130029: 10,930-39,387 (-)

19

20
21

22
23

24

2526
27

MTase_II_00074 Type (CDS_0028)

293031

uvig_177437: 9,814-36,561 (-)

18
19

20
21

22
23

24
25

262728
29

3031

MGV-GENOME-0369573: 6,786-38,250 (-)

1314
15

16
17

18
19

20
21

22

23
24

MTase_II_00074 Type (CDS_0025)

2627

IMGVR_UViG_3300007098_000007|3300007098|Ga0102540_100080: 27,436-56,939 (+)

44
45

4647
48

49
50

51

52
53

54

55Cas14u CAS-V-F; (CDS_0056)

MGV-GENOME-0367060: 110-9,784 (-)

Cas14u CAS-V-F; (CDS_0003)45678910
11

1213
14

15

MGV-GENOME-0368686: 11,748-39,126 (-)

19
20

21
22

23
24

25
26

27

28

29

uvig_109103: 56,286-65,102 (-)

5354

MTase_II_00074 Type (CDS_0055)

56
57

5859

SAMEA2580236_a1_ct24585_vs1: 86,710-95,526 (+)

115
116

117
118

MTase_II_00074 Type (CDS_0119)

120 121

MGV-GENOME-0369023: 1-6,249 (-); 102,544-105,166 (-)

1

MTase_II_00074 Type (CDS_0002)

3456 128
129

MGV-GENOME-0369038: 1-1,133 (-); 97,428-105,210 (-)

1 117118

MTase_II_00074 Type (CDS_0119)
120

121
122

123
129

MGV-GENOME-0368097: 80,165-87,311 (+)

114
115

116
MTase_II_00074 Type (CDS_0117)

118
119

120

MGV-GENOME-0367664: 30,034-36,061 (-)

20

IMGVR_UViG_3300045988_116130|3300045988|Ga0495776_017860: 12,037-40,370 (-)

1420
21

22

23
24

2526
27

28
29

30

RM_Type_II__Type_II_MTases_FAM_1 (CDS_0031)

32

MGV-GENOME-0369540: 31,106-42,488 (-)

18

Cas14u CAS-V-F; (CDS_0020)

21
22

23

24
25

2627
28

29

MTase_II_00074 Type (CDS_0030)

313233

uvig_281280: 86,971-93,477 (+)

114

MGV-GENOME-0368452: 70,024-97,261 (+)

109
110

111
112

IMGVR_UViG_3300045988_117596|3300045988|Ga0495776_004536: 11,743-38,868 (-)

19
20

21
22

23

uvig_52935: 78,897-92,419 (+)

114 115 116 117

uvig_198312: 85,822-92,441 (+)

113
114

115

MGV-GENOME-0365257: 10,435-19,491 (-)

Cas14u CAS-V-F; (CDS_0014)
1516

10000 nt

DNA, RNA and nucleotide metabolism other tail unknown function defence (DefenseFinder) defence (PADLOC)


