
uvig_243471: 46,746-53,148 (+)

72 73 74 75 76 77 78 79 80 81 82 83 84 85 86 87 88 89

MGV-GENOME-0362936: 68,418-75,117 (+)

89 92 93 94 102

MGV-GENOME-0360409: 44,274-50,653 (+)

61 64 65 67

uvig_309048: 70,350-77,413 (+)

87 89 91 96 98 99

uvig_559100: 70,447-76,936 (+)

82 88

MGV-GENOME-0368832: 51,110-56,506 (+)

87 89 93

MGV-GENOME-0368195: 52,769-58,491 (+)

88

MGV-GENOME-0369573: 66,921-72,350 (+)

80 82

MGV-GENOME-0346846: 21,706-28,790 (-)

29334041

IMGVR_UViG_3300045988_107958|3300045988|Ga0495776_016673: 83,860-92,122 (-)

929697100

MGV-GENOME-0369432: 68,864-75,729 (-)

868790

MGV-GENOME-0369498: 49,305-56,108 (+)

70 77

IMGVR_UViG_3300045988_095780|3300045988|Ga0495776_188377: 56,193-62,895 (+)

79 80 83

MGV-GENOME-0369325: 15,315-22,071 (+)

35

MGV-GENOME-0369311: 43,547-50,303 (-)

61

MGV-GENOME-0369884: 32,177-39,609 (-)

47

MGV-GENOME-0350904: 35,528-41,282 (+)

61 63

MGV-GENOME-0342074: 24,562-30,316 (+)

43

uvig_517521: 67,534-72,940 (+)

81 82 84

MGV-GENOME-0367169: 50,013-55,364 (+)

81

IMGVR_UViG_3300007098_000007|3300007098|Ga0102540_100080: 97,058-102,383 (-)

121122

MGV-GENOME-0367060: 38,637-43,962 (+)

67 68

MGV-GENOME-0368686: 68,390-75,284 (+)

80 83 84

uvig_456222: 53,231-59,122 (+)

73

MGV-GENOME-0369615: 70,494-77,015 (+)

108 111112 113

MGV-GENOME-0341649: 21,862-29,635 (+)

Cas14u CAS-V-F; (CDS_0036) 42 43

MGV-GENOME-0358745: 45,734-51,073 (+)

62 66

uvig_35333: 38,632-43,971 (+)

53

MGV-GENOME-0369372: 17,799-25,326 (+)

34

MGV-GENOME-0369070: 48,549-56,363 (+)

78 79 80

MGV-GENOME-0366373: 81,113-88,478 (+)

94

MGV-GENOME-0369540: 70,762-76,440 (+)

88

MGV-GENOME-0368097: 44,607-51,052 (-)

58

uvig_562385: 44,155-49,751 (+)

78 79

MGV-GENOME-0368395: 52,957-58,472 (+)

85

MGV-GENOME-0347057: 18,360-23,875 (-)

29

IMGVR_UViG_3300045988_116130|3300045988|Ga0495776_017860: 69,359-75,529 (+)

88

MGV-GENOME-4434631: 51,600-57,177 (+)

84

IMGVR_UViG_3300045988_105286|3300045988|Ga0495776_017916: 2,818-8,237 (+)

13

MGV-GENOME-0338799: 17,305-23,159 (-)

30

MGV-GENOME-0341066: 32,297-38,921 (+)

47 49

IMGVR_UViG_3300045988_099964|3300045988|Ga0495776_074187: 34,609-40,648 (-)

53

MGV-GENOME-0337837: 23,253-29,292 (+)

44

uvig_10140: 67,731-73,360 (+)

91

MGV-GENOME-0354267: 39,325-44,995 (+)

76

MGV-GENOME-0347692: 56,263-61,441 (-)

62

uvig_78458: 12,763-17,941 (+)

31

IMGVR_UViG_3300045988_103629|3300045988|Ga0495776_016662: 83,602-90,117 (-)

102109

MGV-GENOME-0369864: 83,921-90,117 (-)

102

MGV-GENOME-0369813: 1-1,715 (-); 102,040-107,555 (-)

130131132

IMGVR_UViG_3300045988_119405|3300045988|Ga0495776_016653: 1-1,715 (-); 102,040-107,555 (-)

130131132

OTU_99: 44,717-52,130 (+)

67 68 70

MGV-GENOME-0368233: 41,389-47,588 (-)

6061

uvig_109103: 91,952-98,561 (+)

109 110

MGV-GENOME-0368628: 51,738-58,174 (+)

84 85

MGV-GENOME-0368341: 49,452-55,785 (+)

83 84

IMGVR_UViG_3300045988_100778|3300045988|Ga0495776_017785: 68,463-74,814 (+)

82 87 88 92

IMGVR_UViG_3300045988_101419|3300045988|Ga0495776_017926: 73,955-78,006 (+)

91 92

MGV-GENOME-0369303: 42,482-45,772 (-)

58

IMGVR_UViG_3300045988_097739|3300045988|Ga0495776_016664: 73,734-77,368 (+)

91 92

MGV-GENOME-0365257: 46,468-53,975 (+)

68 69 74

IMGVR_UViG_3300045988_100027|3300045988|Ga0495776_130019: 3-3,112 (-)

12

3000 nt

lysis unknown function defence (PADLOC)


