
uvig_309048: 72,975-80,359 (+)

88 89 90 91 92 93 94 95 96 97 98 99 100 101 102

uvig_559100: 71,405-77,837 (+)

83 84 85 86 90 93 94 95

IMGVR_UViG_3300045988_106569|3300045988|Ga0495776_037693: 95,938-98,517 (-)

104108

MGV-GENOME-0365364: 94,001-98,517 (-)

100108

IMGVR_UViG_3300045988_103629|3300045988|Ga0495776_016662: 80,859-87,394 (-)

969798101104105

SAMEA2580236_a1_ct24585_vs1: 48,615-56,447 (-)

515256575862

MGV-GENOME-0367704: 38,696-44,611 (-)

535455

MGV-GENOME-0367666: 53,697-59,608 (+)

90 91 92

MGV-GENOME-0345133: 38,548-44,325 (+)

55 56 57

SRS054869_a1_ct9527_vs1: 37,184-43,059 (+)

57 58

MGV-GENOME-0370211: 41,632-48,172 (+)

68 69 75
76

77 78

uvig_562385: 46,971-52,596 (+)

78 79 83

MGV-GENOME-0358042: 82,443-87,260 (-)

95

uvig_62662: 70,455-76,556 (+)

83 89

MGV-GENOME-0336557: 20,717-27,176 (+)

39

MGV-GENOME-0369655: 97,234-103,478 (+)

110 117

MGV-GENOME-0369335: 90,693-97,151 (-)

106

IMGVR_UViG_7000000040_000089|7000000040|SRS043411_WUGC_scaffold_5329: 63,399-69,005 (-)

73

MGV-GENOME-0329469: 26,753-32,370 (+)

49

MGV-GENOME-0368341: 52,532-58,848 (+)

90

MGV-GENOME-0368840: 60,952-67,071 (-)

6466

uvig_164362: 34,902-41,021 (+)

56

MGV-GENOME-0367960: 39,865-46,197 (-)

4954

MGV-GENOME-0367668: 41,954-48,287 (+)

79

MGV-GENOME-0368838: 71,242-77,354 (+)

90

uvig_100470: 21,996-28,312 (-)

2934

MGV-GENOME-0351748: 42,585-48,901 (+)

79

MGV-GENOME-0340585: 31,966-38,291 (+)

55

MGV-GENOME-0368283: 53,675-59,776 (+)

86

MGV-GENOME-0352323: 33,832-39,932 (-)

50

MGV-GENOME-0369372: 21,822-28,210 (+)

34 38 39

MGV-GENOME-0369070: 53,230-59,194 (+)

79 84

MGV-GENOME-0369540: 72,859-79,284 (+)

92 93

MGV-GENOME-0368097: 41,774-47,971 (-)

54

uvig_263193: 60,718-66,538 (+)

73 78

MGV-GENOME-0369472: 53,095-59,420 (+)

80

IMGVR_UViG_3300045988_105727|3300045988|Ga0495776_017925: 48,993-55,812 (-)

51

MGV-GENOME-0368628: 54,811-62,016 (+)

91 92

uvig_10140: 69,832-76,329 (+)

95

MGV-GENOME-0344126: 36,749-43,291 (+)

58 63

MGV-GENOME-0366373: 84,535-91,179 (+)

97 98

IMGVR_UViG_3300045988_107958|3300045988|Ga0495776_016673: 80,893-87,176 (-)

9192

MGV-GENOME-0346846: 18,863-25,182 (-)

29

uvig_456222: 54,189-61,634 (+)

76 77

IMGVR_UViG_3300045988_102202|3300045988|Ga0495776_017808: 20,417-26,280 (+)

40 41

uvig_35333: 40,555-46,964 (+)

57 62

IMGVR_UViG_3300045988_100778|3300045988|Ga0495776_017785: 71,339-77,828 (+)

92 94

MGV-GENOME-0365257: 49,639-56,151 (+)

68 69 72 73 74
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