cd06127 CAS-1,CAS-11,CAS-111,CAS-1V,CAS-V,CAS-VI; (CDS_0029)
MTase_II_00075 Type (CDS_0027)
16 17 18 19 20 21 22 23 24 Cas14u CAS-V-F; (CDS_0025) 26 28
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MGV-GENOME-0369655:15,176-26,051 (+)
cas12f2_V-F_3(CDS_0048) 51 52 583 55
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IMGVR_UViG_3300007098_000007|3300007098|Ga0102540_100080: 68, 248 76, 589( )

107
| [ S | 1 1 O
MGV-GENOME-0367060: 64,431-72,772 (+)

o
@
X
N
o
N
N
15
N
0
®
0

i

<
Q
<

(9]
i
z
o
<
m

w
el
~
o~
N
=

)

(]
o
N
o
N
v

c
=<

o
N
N
o]
~
w
e
w
w
i
o
@
~
N
~
o~
o

: 466 ()

[N
N
o<}

c
<

(3

w
o
N}
=
o
o
N}
®
[
©
Ne}
=
o
[eN
N
~
o
=

)

-
N
N

<
(9)
s
©
i
z
O
<
m
o
@
[oN
©
o8
©
o
©
o
©
@
AN
iR
o
X
i
©
)

)
cas12f2_V-F_3(CDS_0132) 133

IMGVR_UViG_3300045988_106982|3300045988|Ga0495776_177158:91,126-100,164 (+)
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IMGVR_UViG_3300045988_117596|3300045988|Ga0495776_004536: 97,564-104,707 (+); 1-2,115 (+)
128 Cas14u CAS-V-F; (CDS_0129)

IMGVR_UViG_3300045988_100778|3300045988|Ga0495776_017785:96,868-105,344 (+); 1-2,115 (+)
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MGV-GENOME-0369758: 100,250-107,392 (+); 1-2,115 (+)
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DNA methyltransferase (CDS_0039) 38
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