integrase (CDS_0032) 33 34 35 36 37 38 39 40 41 Mu Gam-like end protection (CDS_0042)

e R —————— —
IMGVR_UViG_3300045988_160635|3300045988|Ga0495776_072200: 22,390-26,875 (+)

transcriptional regulator (CDS_0033)
34

I
IMGVR_UViG_3300045988_128139|3300045988|Ga0495776_046385:22,053-26,512 (+)

transcriptional regulator (CDS_0043)
44 45 49 51

!+

[ ———
IMGVR_UViG_3300045988_175343|3300045988|Ga0495776_148954:28,587-31,416 (+)

transcriptional regulator (CDS_0036)
37 38

—— I N T R
IMGVR_UViG_3300045988_146392|3300045988|Ga0495776_127115:24,073-26,909 (+)

Sak4-like ssDNA annealing protein (CDS_0040)
30 31 32 36 39 41 42

N . — I S S s B I s — N—
MGV-GENOME-0300982:21,329-27,319 (+)

MGV-GENOME-0258055:21,843-26,028 (+)

MGV-GENOME-0285699:27,099-31,237 (+)
2000 nt
DNA, RNA and nucleotide metabolism integration and excision transcription regulation unknown function




