
SRS075959_a1_ct14062: 9,398-13,914 (+)

17 18 19 20 21 22
WhiB3 (VF0288) (CDS_0023)

24 25 26 27 28 29

SRS015947_a1_ct11307_vs1: 1,440-6,318 (+)

11 12

SRS104368_a1_ct8913: 31-4,713 (+)

7 8

SRS011098_a1_ct9055: 4,697-9,145 (+)

15

SRS050799_a1_ct28645_vs1: 8,392-12,879 (-)

2025

MGV-GENOME-0235541: 20,777-25,440 (-)

333941

SRS015688_a1_ct48: 28,402-32,455 (-)

454648

SRS020340_a1_ct9368: 6,440-11,316 (+)

15 17

MGV-GENOME-0235131: 27,645-32,092 (-)

454749

SRS015158_a1_ct8241_vs1: 23,408-27,013 (+)

39 41

SRS022980_a1_ct81739_vs1: 1,037-4,759 (+)

8

MGV-GENOME-0237626: 11,127-14,940 (+)

24 25

SRS020406_a1_ct15312: 25,825-29,569 (-)

43

MGV-GENOME-0236287: 2,216-6,228 (+)

10

SRS022281_a1_ct29864: 9,169-12,972 (+)

21

IMGVR_UViG_3300008635_000016|3300008635|Ga0115679_100269: 25,248-28,991 (+)

41

MGV-GENOME-0239191: 5,705-9,665 (-)

151718

SAMEA2738003_b1_ct8: 6,331-10,231 (+)

17 18

SAMEA2737893_b1_ct2: 28,510-33,414 (-)

48495356

MGV-GENOME-0236837: 14,110-19,014 (+)

27 28

MGV-GENOME-0238073: 24,542-29,558 (-)

424347

MGV-GENOME-0143446: 1-4,837 (+)

8 9

MGV-GENOME-0237426: 8,271-13,006 (+)

23

SRS149770_a1_ct56087_vs1: 27,515-29,618 (+)

48

2000 nt

unknown function virulence (VFDB)


