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MG\/ GENOME 0238724:31,369-35,036 (+); 1-3,838 (+)
replication initiation protein (CDS_0055)
54 56

SRS142483_al _ct86330_vs1:28,251-34,078 (+)
replication initiation protein (CDS_0005)
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SAMEA2738003_b1_ct8: 10-6,820 (+)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0002)
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MGV-GENOME-0237426:94-9,479 (+)
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SRS024381_al _ct30007_vs1:3-5960 (-)
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DNA, RNA and nucleotide metabolism unknown function anti-defence (dbAPIS)




