RNA polymerase sigma factor (CDS_0056)
guanylate kinase (CDS_0053) MazG-like pyrophosphatase (CDS_0065)
51 52 54 55 57 58 59 60 61 62 63 64 66 67
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IMGVR_UViG_3300045988_081674|3300045988|Ga0495776_073775:37,971-44,101 (+)

RNA polymerase sigma factor (CDS_0060)
guanylate kinase 59 61 62 63 65 67 68 69
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SAMNO6164783 a1l ct56102 vs1:38,593-45,001 (+)

RNA polymerase sigma factor (CDS_0059)
50 51 52 56 57 58 60 61 62 63 64

MGV-GENOME-0334386: 38,583-46,958 (+)

RNA polymerase sigma factor (CDS_0061)
53 57 58 60 62 63 64 65 66 69 71

SAMNO5826845_a1_ct12982_vs1:37,339-46,053 (+)
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62 63 64 65 66

RNA polymerase sigma factor (CDS_0062)
61 63 64 65 66
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IMGVR_UViG_3300029120_000013|3300029120|Ga0168814_100292: 38,260-46,718 (+)
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uvig_142840:38,250-46,229 (+)
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I N — —— —§ ———— —§F ———— —;— ——————— — —— ——— —————]
uvig_149593:6,119-13,610 (-)

61 62 63 64 65 66 67

uvig_235342:38,370-46,663 (+)
RNA polymerase sigma factor (CDS_0059)
57 58 60 61 62 63
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Shkoporov_2019_SRR9161584 _NODE_10_length_59984 cov_14.601395: 37,412-45,780 (+)

RNA polymerase sigma factor (CDS_0063)
61 62 64 65 66 67
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IMGVR_UViG_3300045988_121509|3300045988|Ga0495776_007354: 38,370-46,663 (+)

RNA polymerase sigma factor (CDS_0019)
20 18 17 16

RNA polymerase sigma factor (CDS_0061)
58 59 60 62 63 64 65 66 69

MGV-GENOME-0298433: 5,334-12,645 (-)

I —— —
MG\/ GENOME-0329344:37,691-46,644 (+)

RNA polymerase sigma factor (CDS_0062)
60 61 63 64 65 66 67
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IMGVR_UViG_3300045988_164383|3300045988|Ga0495776_102237:38,783-48,033 (+)
RNA polymerase sigma factor (CDS_0059)

57 58 60 61 62 65
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IMGVR_UViG_3300045988_143962|3300045988|Ga0495776_073535:38,168-45,755 (+)
RNA polymerase sigma factor (CDS_0044)
42 43 45 46 47
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MG\/ GENOME 0298436:23,174-30,911 (+)

RNA polymerase sigma factor (CDS_0059)
56 57 58 60 61

MGV GENOME-0330237: 36,905~ 44 416 (+)

RNA polymerase sigma factor (CDS_0057)
56 58 59 60
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uvwg 184196:37,429-44,886 (+)
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