
MGV-GENOME-0338335: 6,963-26,431 (+)

12
13 14 15

tRNA-Undet(NNN)
16 17 tail protein (CDS_0018) tail protein (CDS_0019) 20 21

22
23 24

transcriptional regulator (CDS_0025)

MGV-GENOME-0335992: 6,960-25,309 (+)

17 18 tail protein (CDS_0019) 20 21

uvig_50841: 7,420-20,261 (+)

tail length tape measure protein (CDS_0018)
tail protein (CDS_0019)

20

MGV-GENOME-0314341: 7,032-23,899 (+)

17 18 tail protein (CDS_0019)

MGV-GENOME-0330506: 6,987-22,591 (+)

18 19 20

uvig_322829: 6,960-20,349 (+)

tail length tape measure protein (CDS_0017)
tail protein (CDS_0018)

19

MGV-GENOME-0310259: 7,196-13,380 (+)

17

MGV-GENOME-0324937: 7,035-24,858 (+)

12 14 18 19 20

SAMN00791977_a1_ct17354_vs1: 7,035-24,848 (+)

tail length tape measure protein (CDS_0018)
tail protein (CDS_0019)

20

MGV-GENOME-0329607: 6,725-24,246 (+)

16 17
tail protein (CDS_0018)

endonuclease (CDS_0019)

20
21

22
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0023)

MGV-GENOME-0322233: 7,032-27,593 (+)

17 18 19

endonuclease (CDS_0020)

21
22

23
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0024)

uvig_474846: 6,987-27,393 (+)

tail length tape measure protein (CDS_0017)
tail protein (CDS_0018)

19

endonuclease (CDS_0020)

21
22

23
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0024)

MGV-GENOME-0336055: 7,831-29,387 (+)

19 20 21

endonuclease (CDS_0022)

23
24

25

uvig_238837: 6,985-23,444 (+)

tail length tape measure protein (CDS_0017)
tail protein (CDS_0018)

19

endonuclease (CDS_0020)

21
22

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0023)

MGV-GENOME-0320610: 7,822-19,648 (+)

18

endonuclease (CDS_0019)

20
21

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0022)

MGV-GENOME-0314967: 7,420-18,667 (+)

18

endonuclease (CDS_0019)

20
21

22
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0023)

IMGVR_UViG_3300045988_121922|3300045988|Ga0495776_138656: 6,964-35,079 (+)

17 tail protein (CDS_0018) 19 20 21 22 23

endonuclease (CDS_0024)

25
26

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0027)

IMGVR_UViG_3300045988_101781|3300045988|Ga0495776_186171: 7,029-37,239 (+)

17 tail protein (CDS_0018) 19 20 21 22 23 24 25
endolysin (CDS_0026)

27 28 29 30
31

32 33
34

endonuclease (CDS_0035)

36
37

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0038)

IMGVR_UViG_3300045988_104564|3300045988|Ga0495776_186332: 6,962-38,443 (+)

17 tail protein (CDS_0018) 19 20 21 22 23 24 25
endolysin (CDS_0026)

27 28 29 30
31

32 33

endonuclease (CDS_0034)

35
36

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0037)

uvig_565966: 6,961-32,176 (+)

tail length tape measure protein (CDS_0017)
tail protein (CDS_0018)

19 20 21 22 23 24

endonuclease (CDS_0025)

26
27

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0028)

uvig_416203: 7,029-35,442 (+)

tail length tape measure protein (CDS_0017)
tail protein (CDS_0018)

19 20 21 22 23 24
Sigma M (VF0822) (CDS_0025)

26 27

trim_DfrE-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrE (NF040541.1) (CDS_0028)

29 30 31 32 33

endonuclease (CDS_0034)

35
36

37

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0038)

uvig_565220: 7,056-33,084 (+)

tail length tape measure protein (CDS_0016) 17 18 19 20 21
Sigma M (VF0822) (CDS_0022)

23 24

trim_DfrE-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrE (NF040541.1) (CDS_0025)

26 27 28 29 30

endonuclease (CDS_0031)

32
33

34
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0035)

uvig_28019: 7,167-22,841 (+)

tail length tape measure protein (CDS_0018)
19 20 21 22 23

endonuclease (CDS_0024)

25
26

27
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0028)

MGV-GENOME-0339137: 6,962-29,199 (+)

18 19 20 21 22 23 24 25 26 27
drt-UG26 DRT (CDS_0028)

29 30 31

uvig_299003: 5,287-28,032 (+)

10 15 16

DnaD-like helicase loader (CDS_0017)

18 19

endonuclease (CDS_0020)

21
tail length tape measure protein (CDS_0022)

23 24 25

PDC-M69A_WP_216276383.1 (CDS_0026)

27
28

29

endonuclease (CDS_0030)

31
32

33
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0034)

10000 nt

DNA, RNA and nucleotide metabolism lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA

pseudogene


