
IMGVR_UViG_2541047413_000012|2541047413|2541130145|189261-234752: 29,412-40,739 (+)

holin (CDS_0029)
endolysin (CDS_0030)

31 32 33
anti-SOS response (APIS132) (CDS_0034)

35 36 37 38 39 40
DNA binding protein (CDS_0041)

42 43 44 45

TemPhD_cluster_11484: 29,504-39,394 (+)

transcriptional regulator (CDS_0036) 38 39 40 41

TemPhD_cluster_40866: 31,374-38,447 (+)

37 38 PDC-M69A_WP_216276383.1 (CDS_0039)

TemPhD_cluster_27169: 28,215-38,690 (+)

PDC-S25_WP_158408084.1 (CDS_0031)
transcriptional regulator (CDS_0033)

Retron_VI__HTH (CDS_0034)

Arc-like repressor (CDS_0036)
Arc-like repressor (CDS_0037)

39 40 Erf-like ssDNA annealing protein

TemPhD_cluster_41315: 28,287-36,050 (+)

Arc-like repressor (CDS_0036)
Arc-like repressor (CDS_0037)

TemPhD_cluster_35504: 35,100-39,260 (+)

Arc-like repressor (CDS_0040)

IMGVR_UViG_2879527715_000005|2879527715|2879527733|10262-54729: 27,674-38,575 (+)

DS-4__DS-4D (CDS_0031)
32 33 34

Retron_VI__HTH (CDS_0035)
36 37 Arc-like repressor (CDS_0038)

TemPhD_cluster_27181: 27,036-38,927 (+)

PDC-S25_WP_158408084.1 (CDS_0031) 32
Retron_VI__HTH (CDS_0033)

34 35 Arc-like repressor (CDS_0036)

TemPhD_cluster_21628: 28,823-38,492 (+)

transcriptional regulator (CDS_0036) 37
Retron_VI__HTH (CDS_0038)

39 Arc-like repressor (CDS_0040)

IMGVR_UViG_2904196114_000005|2904196114|2904196128|503766-545824: 28,068-36,681 (+)

DS-4__DS-4D (CDS_0033)
34 35 36 37

TemPhD_cluster_29176: 32,964-39,854 (+)

DS-4__DS-4D (CDS_0032)
33 34

Arc-like repressor (CDS_0038)
Arc-like repressor (CDS_0039)

TemPhD_cluster_40875: 31,239-39,500 (+)

Arc-like repressor (CDS_0040)
Arc-like repressor (CDS_0041)

TemPhD_cluster_60447: 24,211-35,596 (+)

PDC-M03B_WP_127064912.1 (CDS_0029)
PDC-M03A_WP_143482249.1 (CDS_0030)

31 33 34
Retron_VI__HTH (CDS_0035)

36

TemPhD_cluster_16889: 24,076-34,122 (+)

27 28 31 32
Retron_VI__HTH (CDS_0033)

34

TemPhD_cluster_47667_: 28,690-39,898 (+)

capH (CDS_0035)
36

transcriptional regulator (CDS_0037)
Retron_VI__HTH (CDS_0038)

39 41

TemPhD_cluster_35623_: 32,312-39,155 (+)

transcriptional regulator (CDS_0035)
retron_type_VI_hth_cluster2_1 (CDS_0036)

retron_type_VI_hth_cluster2_1 (CDS_0037)

39 40 PDC-M69A_WP_216276383.1 (CDS_0041)

IMGVR_UViG_2541047344_000003|2541047344|2541118826|598982-642948: 30,677-39,173 (+)

38 39 PDC-M69A_WP_216276383.1 (CDS_0040)

TemPhD_cluster_60331: 32,502-39,349 (+)

36 capH (CDS_0037) 41 42 PDC-M69A_WP_216276383.1 (CDS_0043)

IMGVR_UViG_2740892349_000004|2740892349|2740975944|12109-57458: 31,503-38,862 (+)

39 PDC-M69A_WP_216276383.1 (CDS_0040)

TemPhD_cluster_31858: 27,144-37,629 (+)

transcriptional regulator (CDS_0030)
Retron_VI__HTH (CDS_0031)

retron_type_VI_hth_cluster2_1 (CDS_0032)

33
Arc-like repressor (CDS_0034)

Arc-like repressor (CDS_0035) 37 38 PDC-M69A_WP_216276383.1 (CDS_0039)

TemPhD_cluster_35373: 31,228-39,254 (+)

transcriptional regulator (CDS_0036)
retron_type_VI_hth_cluster2_1 (CDS_0037)

retron_type_VI_hth_cluster2_1 (CDS_0038)

OTU_1664: 29,772-37,209 (+)

Arc-like repressor (CDS_0038)
Arc-like repressor (CDS_0039)

TemPhD_cluster_35519: 26,951-38,198 (+)

25 IetA_00002 (CDS_0028) IetS_00001 (CDS_0029) transcriptional regulator (CDS_0032)
retron_type_VI_hth_cluster2_1 (CDS_0033)

retron_type_VI_hth_cluster2_1 (CDS_0034)

TemPhD_cluster_41664: 24,550-35,468 (+)

PD-Lambda-5_B_WP_110365848.1 (CDS_0028)
29 30

retron_type_VI_hth_cluster2_1 (CDS_0031)

retron_type_VI_hth_cluster2_1 (CDS_0032)

TemPhD_cluster_40749: 31,568-38,345 (+)

35 36

retron_type_VI_hth_cluster2_1 (CDS_0037)

38
Arc-like repressor (CDS_0040)

Arc-like repressor (CDS_0041) 43 44

4000 nt
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