vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0024)
baseplate wedge subunit (CDS_0020)
baseplate assembly protein (CDS_0019)

basgplatje protein (CDS_0021) transcriptional regfulator (CDS_0027)
tail terminator tail protein (CDS_0022) integrase (CDS_0026)
|18 | | |  tail protein (CDS 0023) 25 | Cox-like excisionase and repressor (CDS_0028)
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uvig 80170: 14,741-22,023 (+)
tail protein (CDS_0023)

—_— I P . .
uvig 159963:13,560-20,469 (+)
tail terminator (CDS_0017)

tail protein (CDS_0022)
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uvig 119613:14,212-20,613 (+)
tail fiber assembly protein (CDS_0023)
tail fiber assembly (CDS_0024)
tail protein (CDS_0022) | tail collar fiber protein (CDS_0025)
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ivig_2655:14,166-23,443 (+)
SodB (VF0169) (CDS_0031)
tail fiber protein (CDS_0023) 24 25 26 27 28 29 30 32 33 34
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TemPhD_cluster_62504: 14,363-32,968 (+)

tail length tape measure protein (CDS_0031)
tail protein (CDS_0030)
tail fiber assembly protein (CDS_0024) head closure (CDS_0029) SodB (VF0169) (CDS_0034)
tail fiber protein (CDS_0023) | 2526 27 28 32 33 35 36 37
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uvig 359213:13,120-34,762 (+)
tail fiber assembly protein (CDS_0025)
SodB (VF0169) (CDS_0027)
tail fiber protein (CDS_0024) 26 1 28 29 30 33
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uvig 346237:14,912-30,476 (+)
Rz-like spanin (CDS_0015)
baseplate protein (CDS_0021)
SodB (VE0169) (CDS_0022)
18 | T 23 24 25
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uvig 170222:12,465-23453 (+)
17 18 tail fiber protein (CDS_0023)

uvig_385237:12,274-21,847 (+)
tail protein (CDS_0023)

MGV-GENOME-0120449:12,112-17,276 (+)
DrmD_00013 DrmD (CDS_0028)
DpdB_00001 DpdB (CDS_0025)

tail fiber protein (CDS_0022) 23 24 26 27 transposase (CDS_0029) 33 34
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IMGVR _UViG_2648501873 000010|2648501873]2648575262|61906-91200: 13,742-28,508 (+)
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MGV-GENOME-0130618: 14,130-18,257 (+)
tail protein (CDS_0003)
head closure (CDS_0004) terminase large subunit (CDS_0001)
5 tail length tape measure protein (CDS_0002)
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uvig 170472:1-8,405 (-)
tail protein (CDS_0029)
tail fiber assembly protein (CDS_0023) head closure (C$_OO28) LaLiI protein (CDS_0031)
17 tail fiber protein (CDS_0022) 24 25 26 27 tail length tape measure protein (CDS_0030)
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MGV-GENOME-0200746: 12,982-28,095 (+)

tail fiber assembly protein (CDS_0005)
Menshen_NsnA (CDS_0003) terminase large subunit (CDS_0001)
tail fiber protein (CDS_0006) \ 4 portal protein (CDS_0002)
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GV-GENOME-4329419:1-10,516 (-)
tail fiber assembly protein (CDS_0004)
tail fiber protein (CDS_0005) Menshen_ NsnA (CDS_0003)
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GV-GENOME-0105603: 1-10,131 (-)
tail fiber assembly protein (CDS_0005)
tail fiber protein (CDS_0006) 4 3
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GV-GENOME-0116629:1-11,035 (-)
tail fiber assembly protein (CDS_0005)
tail fiber protein (CDS_0006) 43
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GV-GENOME-0104979: 1-10,085 (-)
tail fiber assembly protein (CDS_0007)
Septu_ PtuA (CDS_0004)
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tail fiber protein (CDS_0008)
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MGV-GENOME-0133664: 1-12.664 ()
retron_type_|_B1_atpase_toprim_cluster22_2 (CDS_0005)
tail fiber assembly protein (CDS_0007)
13 tail fiber protein (CDS_0008) |
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tail fiber assembly protein (CDS_0007)
tail fiber protein (CDS_0008) 65 4 Rst_DUF4238__DUF4238_Pers (CDS_0003)
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GV-GENOME-0131182:1-12,398 (-)
tail fiber assembly protein (CDS_0006)
tail fiber protein (CDS_0007) 5 4 3
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AMNO05826822_al ct4088 vs1:1-10,749 (-)
Lamassu-Fam__LmuC_acc_Mrr (CDS_0004)

tail protein (CDS_0006) 5 Lamassu-Fam_ LmuB_SMC_Mrr (CDS_0003)
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GV-GENOME-0114326: 1-10,833 (-)
Lamassu-Fam__LmuC_acc_Mrr (CDS_0004)
tail protein (CDS_0005) Lamassu-Fam_ LmuB_SMC_Mrr (CDS_0003)
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V-GENOME-0116260: 1-11,001 (-)
retron_type_VI_hth_cluster2_1 (CDS_0005)
tail fiber assembly protein (CDS_0008)
Retron_RT_Tot_10 (CDS_0004)
tail fiber protein (CDS_0009) 7 6 \ 3
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GV-GENOME-0144933:1-13,938 (-)

<

tail fiber assembly protein (CDS_0004)
10 tail fiber protein (CDS_0005) 3

GENOME-0123128:1-11,598 (-)

tail fiber assembly protein (CDS_0004)
tail fiber protein (CDS_0005) 3 2 terminase large subunit (CDS_0001)
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GV-GENOME-0106470: 1-10,202 (-)
tail fiber assembly protein (CDS_0009) tail length tape measure protein (CDS_0004)
head closure (CDS_0006)
tail fiber protein (CDS_0010) 8 7 tail protein (CDS_0005) 3
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tail length tape measure protein (CDS_0003)
tail fiber assembly (CDS_0008) head closure (CDS_0005)
tail fiber protein (CDS_0009) 7 6 tail protein (CDS_0004)

MGV-GENOME-O151660: 1- 14,795 ()
tail fiber assembly protein (CDS_0006)
tail fiber protein (CDS_0007) 5 4 3
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tail spike protein (CDS_0004) 3
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MGV-GENOME-0123571:1-10,493 (-)

tail fiber protein (CDS_0023) tail fiber assembly protein (CDS_0024)
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MGV-GENOME-0150394:11,593-17,916 (+)

tail fiber assembly protein (CDS_0004)
tail protein (CDS_0005) 3 portal protein (CDS_0002)

— ] ——
MGV-GENOME-0105632:1-10,134 (-)

DruM2_00002 DNA (CDS_0005)
tail fiber protein (CDS_0007) 6 4 3

GV-GENOME-0127860: 1-12,066 (-)

<

tail fiber assembly protein (CDS_0004)
tail fiber protein (CDS_0005) 3 2 terminase large subunit (CDS_0001)
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GV-GENOME-0122522: 1-11,544 (-)
tail protein (CDS_0023) tail fiber assembly protein (CDS_0024)

<
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GV-GENOME-0110738:11,866-16,456 (+)
tail protein (CDS_0021) tail fiber assembly (CDS_0022)
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GV-GENOME-0106559: 11,152-16,115 (+)
tail protein (CDS_0023)

24 25

GV-GENOME-0134400: 13,880-18,664 (+)
tail fiber protein (CDS_0022)

<

V-GENOME-0126774:12,964-17,840 (+)
tail fiber protein (CDS_0022)
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MGV-GENOME-0144881:12,964-19,787 (+)

DksA-like zinc-finger protein (CDS_0026)
replication initiation protein (CDS_0025)
tail fiber assembly protein (CDS_0023)
tail protein (CDS_0022) [ 24 | | 27

I
MGV-GENOME-0140426: 12,088-19,331 (+)
DksA-like zinc—fingeL protein (CDS_0026)
replication initiation protein (CDS_0025)
tail fiber assembly protein ((355_0023)
tail protein (CDS_0022) [ 24 | | 27

N
uvig 145674:12,088-19,331 (+)
DksA-like zinc-finger protein (CDS_0025)
replication initiation pFBtein (CDS_0024)
tail protein (CDS_0021)

2223 | | 26

—_—— N
uvig 541419:11,756-17.632 (+)
DksA-like zinc-finger protein (CDS_0026)
tail fiber assembly protein(TiDS_0024)
tail fiber assembly (CDS_0025)
tail protein (CDS_0023) | 27
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m/—GENOME-Ol427S9: 13,979-19,602 (+)
DksA-like zinc-finger protein (CDS_0024)
replication initiation protein (CDS_0023)
tail protein (CDS_0022) | | 25

——
MGV-GENOME-0133198:13,812-18,535 (+)

DksA-like zinc-finger protein (CDS_0024)
tail fiber protein (CDS_0023) T 25

——
GV-GENOME-0135366: 14,668-18,765 (+)

retron_type_VI_hth_cluster2_1 (CDS_0005)
tail fiber assembly protein (CDS_0011)
tail collar fiber protein (CDS_0009,
tail fiber a‘ssembly(‘CEpO 10)
| Retron_RT_Tot_10 (CDS_0004)
DNA invertase (CDS_0008)
|| 7 6| 3

tail protein (CDS_0012)
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uvig 509314: 1-14,005 (-)
tail fiber assembly protein (CDS_0011)
tail collar fiber protein (CDS_0009)tail length tape measure protein (CDS_0004)
| DNAinVertase (CDS 0008)
tail fiber assembly (CDS_0010) head closure (CDS_0006)
tail protein (CDS_0012) | | 7 tail protein (CDS_0005 3

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis other tail transcriptionregulation unknown function defence (DefenseFinder)
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