portal protein (CDS_0003)
nicking at origin of replication (CDS_0001) head scaffolding protein (CDS_0005)
I 2 terminase large subunit (CDS_0004) 6 terminase small subunit (CDS_0007)

:
%

uvig 541419:1-8,741 (+)
PDC-539_ WP_095017002.1 (CDS_0002)
nicking at origin of replication (CDS_0001) |

I ——
MGV-GENOME-0144881:1-9,949 (+)

nicking at origin of replication (CDS_0001)

i

uvig_145674:1-9,073 (+)
DrmMII_00005 DrmMII (CDS_0002)
nicking at origin of replication (CDS_0001) RM_Type_II_Type_ll_REase06 (CDS_0003)

MGV-GENOME-0130618:1-11,575 (+)
Phosphoribosyltransferase (CDS_0002)
nicking at origin of replication (CDS_0001) DprA (CDS_0003)

?

e ——
MGV-GENOME-0133198:1-10,797 (+)

DruM2_00002 DNA (CDS_0002)
nicking at origin of replication (CDS_0001) 3 4

MGV-GENOME-0135366: 1-11,653 (+)
PDC-M48A_WP_166523606.1 (CDS_0002)
PDC-M48B_WP_084275724.1 (CDS_0003)
nicking at origin of replication (CDS_0001) 4

|
%

MGV-GENOME-0134400: 1-10,865 (+)
nicking at origin of replication (CDS_0001)
2 3 4

MGV-GENOME-0142759: 1-10,965 (+)
retron_type_|_B1_atpase_toprim_cluster22_2 (CDS_0003)

1 Retron_RT Tot_2 (CDS_0002)

— e —— e ——— I S E—
MGV-GENOME-0120449:1-9,557 (+)
1 2
— — I ——— I S E—
MGV-GENOME-0106559:1-8,137 (+)
1 2 3 4

MGV-GENOME-0110738:1-8,851 (+)
1 2 AbiP2 (CDS_0003)

[ N ]
MGV-GENOME-0150394:1-8,578 (+)
replication initiation protein (CDS_0021)
baseplate wedge subunit (CDS_0019)
baseplate assembly protein (CDS_0018)
tail terminator (CD§_0016)
Rz-like spanin ‘ nicking at origin of replication (CDS_0001)
17 baseplate protein (CDS_0020) 2 PDC-506_WP_029531116.1 (CDS_0003)

i

TemPhD_cluster_65448: 13,426-16,538 (+); 1-10,871 (+)
Rz-like spanin (CDS_0009)
baseplate protein (CDS_0003)

i4

TemPhD_cluster 45105:1-6,483(-); 8,917-11,823 (-)
5000 nt i
DNA, RNA and nucleotide metabolism connector head and packaging lysis tail unknown function defence (DefenseFinder) defence (PADLOC)
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